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Weight loss reduces basal-like breast 
cancer through kinome reprogramming
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Abstract 

Background: Obesity is associated with an aggressive subtype of breast cancer called basal-like breast cancer (BBC). 
BBC has no targeted therapies, making the need for mechanistic insight urgent. Reducing adiposity in adulthood can 
lower incidence of BBC in humans. Thus, this study investigated whether a dietary intervention to reduce adiposity 
prior to tumor onset would reverse HFD-induced BBC.

Methods: Adult C3(1)-Tag mice were fed a low or high fat diet (LFD, HFD), and an obese group initially exposed to 
HFD was then switched to LFD to induce weight loss. A subset of mice was sacrificed prior to average tumor latency 
to examine unaffected mammary gland. Latency, tumor burden and progression was evaluated for effect of diet 
exposure. Physiologic, histology and proteomic analysis was undertaken to determine mechanisms regulating obesity 
and weight loss in BBC risk. Statistical analysis included Kaplan–Meier and log rank analysis to investigate latency. 
Student’s t tests or ANOVA compared variables.

Results: Mice that lost weight displayed significantly delayed latency compared to mice fed HFD, with latency match-
ing those on LFD. Plasma leptin concentrations significantly increased with adiposity, were reduced to control levels with 
weight loss, and negatively correlated with tumor latency. HFD increased atypical ductal hyperplasia and ductal carci-
noma in situ in mammary gland isolated prior to mean latency—a phenomenon that was lost in mice induced to lose 
weight. Importantly, kinome analysis revealed that weight loss reversed HFD-upregulated activity of PKC-α, PKD1, PKA, 
and MEK3 and increased AMPKα activity in unaffected mammary glands isolated prior to tumor latency.

Conclusions: Weight loss prior to tumor onset protected against the effects of HFD on latency and pre-neoplastic 
lesions including atypical ductal hyperplasia and DCIS. Using innovative kinomics, multiple kinases upstream of MAPK/
P38α were demonstrated to be activated by HFD-induced weight gain and reversed with weight loss, providing novel 
targets in obesity-associated BBC. Thus, the HFD-exposed microenvironment that promoted early tumor onset was repro-
grammed by weight loss and the restoration of a lean phenotype. Our work contributes to an understanding of underly-
ing mechanisms associated with tumor and normal mammary changes that occur with weight loss.
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Background
Being overweight or obese contributes to ~20  % of US 
female cancer deaths, with breast cancer being the most 
common malignancy and second leading cause of cancer 

death in females [1–8]. Obese women have a higher risk 
of invasive breast cancer, developing distant metastasis, 
recurrence, and mortality [9–14]. Basal-like breast can-
cers (BBCs) are a subset of triple negative breast can-
cers (TNBC) that are highly proliferative and metastatic, 
resulting in poor overall survival [15–17]. Receptor-
specific targeted therapies are currently unavailable for 
TNBC, emphasizing the need for innovative approaches 
for these highly aggressive subtypes [18]. The role of 
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obesity in BBC is well-established through epidemiologic 
[17, 19] and experimental findings from our lab and oth-
ers [20–23], although the underlying mechanisms con-
necting obesity with BBC occurrence are unknown. The 
WHO reported that body weight and physical inactiv-
ity account for at least 20 % of several of the most com-
mon cancers including breast cancer, and posit that more 
than a third of cancers could be avoided by maintaining a 
healthy life style. Millikan et al. indicated that up to 68 % 
of BBC could be prevented by promoting breastfeeding 
and reducing abdominal adiposity [16]. Therefore, weight 
loss may have a protective effect on BBC tumorigenesis 
or tumor progression.

Understanding the reversibility and molecular under-
pinnings of obesity-induced risk in BBC is necessary to 
design prevention and treatment strategies. In addition 
to complex systemic changes associated with obesity, 
it is possible that alterations to the microenvironment 
surrounding a pre-cancerous lesion or tumor account 
for additional obesity-driven regulators of cancer pro-
gression [24, 25]. The cellular composition, metabolites, 
kinases, growth factors including adipokines such as lep-
tin, and modifications to the extracellular matrix in the 
microenvironment have critical effects on tumor biol-
ogy [22, 26]. Alterations to the microenvironment may 
contribute to the conversion of normal epithelial cells 
to hyperplastic cells and/or drive the progression from 
atypical hyperplasia to carcinoma [27]. The window of 
dietary exposures, including weight gain and weight loss, 
is another important variable to consider in breast can-
cer risk. Epidemiological studies have shown that weight 
gain in adult life specifically is associated with increased 
breast cancer risk [28, 29]. Thus, we hypothesized that 
early adulthood HFD-induced carcinogenic effects on 
BBC can be reversed through weight loss and are depend-
ent upon the changes in the microenvironment of mam-
mary glands before tumor onset. To test our hypotheses, 
we used C3(1)-Tag GEMMs, which have been previously 
shown to be a faithful preclinical model of human BBC 
by our lab and others [20, 21, 30, 31]. Herein, we dem-
onstrate that HFD-accelerated latency was delayed by 
weight loss that was induced by switching from HFD 
to LFD. Diet regulated changes to the mammary gland 
microenvironment included significantly increased 
atypical ductal hyperplasia (ADH) and ductal carci-
noma in situ (DCIS) before tumor onset. Weight loss and 
reduction of adiposity associated with diet switch suc-
cessfully reversed ADH and DCIS to the levels detected 
in lean mice. To determine specific pathways regulated by 
weight loss, unaffected mammary glands isolated prior to 
average latency were subjected to activated kinome pro-
filing. Relative to HFD-induced kinase changes, weight 
loss-induced regulation included significantly reduced 

activity of PKC-α, PKD1, PKA, and MEK3 in unaffected 
mammary glands, which together result in inactivation of 
the mitogen-activated protein kinase (MAPK) pathway 
associated with proliferation. Weight loss after weight 
gain also increased the activity of metabolically sensitive 
kinases such as 5′-AMP-activated protein kinase AMPK 
which can also inhibit proliferative capacity. Our findings 
suggest that HFD altered the mammary gland prior to 
frank tumor onset, which contributed to ADH, DCIS and 
tumor latency, and these changes were limited by weight 
loss.

Results
Tumor latency shortened by HFD exposure could be 
delayed by weight loss prior to tumor onset
To determine if weight loss in mice fed HFD prior to 
tumor onset would alter the course of tumorigenesis and/
or progression, mice were subjected to various diet expo-
sures (Fig.  1a). At 8  weeks of age, C3(1)-Tag mice were 
fed control 10 % LFD (N = 28) or 60 % HFD (N = 59). 
There were no significant differences in body weight 
before starting the diet study (8  weeks of age, Fig.  1b). 
Mice on 60  % diet gained more weight than those on 
control 10  % diet, and were significantly different after 
1 week on diet (P < 0.01) and remained significantly dif-
ferent until the end of the study (Fig. 1b). At 11 weeks of 
age, N = 28 mice on the 60 % diet were switched to 10 % 
diet to induce weight loss (60–10  % group, Fig.  1a). At 
week 13 (1 week post diet switch), mice on 60–10 % diet 
lost weight to the level of 10  %-fed mice, and remained 
lean, identical to 10 %-fed mice for the remainder of the 
study. Mice from 60 to 10 % diet group weighed signifi-
cantly less compared to mice on 60 % diet from week 13 
to the end of study (P < 0.0001, Fig. 1b).

Time to first tumor was detected as tumor latency. A 
log-rank test was performed and Chi square was equal to 
6.73, with 2 degrees of freedom. Hazard ratios compar-
ing 60 to 10  % was 0.51 (P  <  0.01), 60 to 60–10  % was 
1.96, and 10 to 60–10 % was 0.87 (Fig. 1c). Mice exposed 
to 60  % diet exhibited a significant decrease in median 
tumor latency compared with lean controls (10 %), from 
a median of 17.6 weeks in 10 %-fed mice to 15.9 weeks 
in 60 %-fed mice (P < 0.01, Fig. 1c). Mean latencies were 
17.6, 16.1 and 17.2 weeks for mice in 10, 60 and 60–10 % 
diet groups, respectively (P < 0.05). Mice that first gained 
weight and then lost weight after diet switch had signifi-
cantly delayed tumor latency of 17.1 weeks compared to 
60 %-fed mice (P < 0.01, Fig. 1c). No significant difference 
in median or mean tumor latency was found between 
mice on 10  % diet and on 60–10  % diet. There was no 
change in total tumor burden (Additional file  1a). Fur-
thermore, no difference was found in the tumor volumes 
at different time points (Additional file 1a).
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Early adulthood HFD-induced changes in body compo-
sition are rapidly reversed by weight loss. Although the 
mice only gained a few grams on the 60 % HFD, which is 
typical for FVB/N and C3(1)-Tag mice [20, 21, 32], there 
was a significant effect of diet exposure and diet switch 
on body composition. Mice fed the 60  % diet gained 
body fat in the first 3 weeks (from 8 to 11 weeks of age) 
as determined by MRI (Fig. 2a). Mice fed 60 % diet had 
significantly greater body fat mass compared to the mice 
on 10 % diet at 11 weeks of age (P < 0.0001, Fig. 2a). At 
13 weeks of age (2 weeks after diet switch), body fat con-
tent of mice on the 60–10 % diet decreased significantly, 
and remained similar to 10  % fed mice until sacrifice. 
Mice on 60  % diet exhibited greater body fat content 
compared to 10 % and 60–10 % fed mice from 13 weeks 
of age until sacrifice (P < 0.0001 at weeks 13 and 15, and 
at sacrifice; Fig. 2a). There were no significant differences 

in absolute lean mass in grams in any of the diet groups 
tested (data not shown). In line with changes in adiposity, 
plasma concentrations of the adipokine leptin increased 
significantly in mice fed the 60 % diet compared to mice 
fed 10 % diet after 3 weeks on diet (P < 0.0001, Fig. 2b). 
After diet switch from 60 to 10 % diet, leptin concentra-
tions of mice in the 60–10  % group were significantly 
reduced to the concentrations in lean mice (P < 0.0001, 
60–10 % vs. 60 %; Fig. 2b), consistent with adiposity and 
body weights. No significant difference in leptin was 
found between 10 and 60–10  % groups. The 60  %-fed 
group had significantly greater leptin concentrations 
than the other 2 groups as soon as 2 weeks after the diet 
switch and at sacrifice (P < 0.0001, 60–10% vs. 60% and 
10 vs. 60 %, Fig. 2b). No correlation of plasma leptin con-
centration and tumor latency was found before diet start 
at 8 weeks of age (data not shown). However, at 11 and 

Fig. 1 Weight loss protected against HFD-mediated early BBC onset. a Model of study design 1. At 8 weeks of age, C3(1)-Tag mice were randomly 
assigned to 10 % (N = 28) and 60 % (N = 59) diet groups. After 3 weeks on diet, at 11 weeks of age, N = 28 mice on 60 % were switched to 10 % 
diet. Mice were monitored for tumor onset by palpation 3 times a week. Three weeks after tumor onset, mice were sacrificed. b Body weight was 
measured weekly. 10 % vs. 60–10 % (^P < 0.05); 10 % vs. 60 % (*P < 0.01); and 60 % vs. 60–10 % (#P < 0.0001). c Mice were tumor free until first tumor 
palpated (P < 0.01, 10 % vs. 60 %; 60–10 % vs. 60 %)
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13  weeks of age (P  =  0.017, 0.0043, respectively, data 
not shown) and at sacrifice, plasma leptin concentration 
negatively and significantly correlated with tumor latency 
(P = 0.0029, Fig. 2c). There were no diet-induced changes 
in 6-h fasting blood glucose levels (Additional file 2a) or 
plasma insulin (Additional file 2b) over the course of the 
study. Likewise, HOMAIR, a proxy measure of insulin 
resistance, did not reveal significant diet effects (Addi-
tional file 2c).

HFD and weight loss affected pre-neoplastic lesions in 
the microenvironment of unaffected mammary glands. 
Since HFD exposure and weight loss significantly altered 
tumor latency in this GEMM that is already transgeni-
cally induced, we next sought to examine alterations in 
the microenvironment of mammary glands prior to pal-
pation of tumor or latency. Mice were placed on diets 
at 8 weeks of age, and diet switch occurred at 11 weeks 

of age, as above, however all mice were sacrificed at 
15 weeks of age to examine unaffected mammary glands 
where no tumor was palpated (Fig.  3a). C3(1)-Tag mice 
develop tumors due to T antigen (Tag) under the control 
of the rat prostatic steroid binding protein C3(1) gene 
[33]. It is well-established that at 8  weeks old, C3(1)-
Tag mice develop ADH [33]. At 12  weeks of age, DCIS 
appears, and at 16–18  weeks of age on average, female 
mice develop tumors when DCIS becomes IDC [33]. 
Using a well-defined model allowed for us to test for spe-
cific alterations to the mammary gland associated with 
diet exposure. First, we examined if initiation of diet at 
8  weeks of age altered the number of cells expressing 
the SV40 Tag transgene which could regulate latency. 
Tag immunohistochemical analysis exhibited no sig-
nificant changes in unaffected mammary glands of mice 
(quantification in Fig.  3b and representative images in 

Fig. 2 Body composition predicts latency. a MRI was used to evaluate body composition. 10 vs. 60 % (#P < 0.0001); 60 % vs. 60–10 % (^P < 0.0001); 
and 10 % vs. 60–10 % (*P < 0.0001). N = 28 10 %, N = 31 60 %; N = 28 60–10 %. b Plasma leptin was quantified. 10 % vs. 60 % (#P < 0.0001); 60 % vs. 
60–10 % (^P < 0.0001); 10 % vs. 60–10 % (*P < 0.0001). N = 12 10 %, N = 12 60 %; N = 13 60–10 %. c Spearman correlations of plasma leptin with 
latency at sacrifice (P = 0.0029). N = 12 10 %, N = 12 60 %; N = 13 60–10 %
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Fig.  3c–e). Secondly, we determined if HFD exposure 
and diet-induced weight loss altered pre-cancerous lesion 
formation. Histopathologic analysis of unaffected mam-
mary glands was examined for regions including ADH, 
DCIS, and IDC (Fig. 4a–d). C3(1)-Tag mice fed the 60 % 
diet had significantly increased ADH in unaffected mam-
mary glands at 15 weeks of age (P < 0.05, Fig. 4e). Dietary 
intervention-induced weight loss significantly decreased 
ADH to the levels detected in mammary glands from 
lean mice on 10 % diet (P < 0.05, 60 vs. 60–10 %, Fig. 4e). 
HFD exposure increased DCIS by about threefold; 
interestingly, weight loss significantly decreased DCIS 
(P  <  0.05, 60 vs. 60–10  %, Fig.  4f ). Although mammary 
glands from mice fed 60 % diet had increased numbers of 
IDC in unaffected mammary glands compared to 10 and 
60–10  %-fed mice, no statistical differences were found 
between diet exposures (Fig. 4g).

MIB/MS kinome analysis revealed dramatic regula-
tion of kinases by HFD and diet-induced weight loss. 
Global analysis of kinase activity in unaffected mam-
mary glands was carried out using multiplexed inhibitor 
beads (MIBs), which consist of mixtures of Sepharose 
beads covalently bound to various linker adapted, type I 

pan-kinase inhibitors. MIBs have been shown to prefer-
entially capture kinases in their active conformation to 
reproducibly measure global dynamic changes in kinase 
activity [34–36] (Fig. 5a). MIBs have been previously vali-
dated using Western immunoblot and kinase assays in 
breast cancer cell lines and patient samples [34]. Using 
MIBs and subsequent mass spectrometry (MIB/MS) anal-
ysis, we identified a total of 155 kinases from unaffected 
mammary glands of C3(1)-Tag mice at 15  weeks of age 
(Additional file 3). Individual runs of 2–4 pooled samples 
in each run are displayed by kinase family for 60  %-fed 
mice (Additional file  3a) and 60–10  %-fed mice (Addi-
tional file 3b), both groups were normalized to 10 %-fed 
controls. Means of the runs for the 60 and 60–10 %-fed 
mice are displayed (Additional file 3c). Additional file 4a 
shows a kinase signature defining a reprogrammed 
kinome in response to HFD-induced changes to the mam-
mary gland microenvironment prior to average tumor 
latency. Six kinases displayed increased activity by >1.5 
fold when normalized to control mice on 10 % diet, while 
the activity of four kinases were decreased to <0.5 fold of 
kinases activity detected in mammary glands from mice 
fed 10 % diet (Additional file 4a). The six kinases elevated 

Fig. 3 Diet did not affect tumor initiation. a Model of study 2. A second set of mice were started on 10 % (N = 8) and 60 % (N = 20) at 8 weeks of 
age. At 11 weeks of age, N = 11 of 60 %-fed were switched to 10 % as in study design 1. Mice were sacrificed at 15 weeks of age prior to average 
tumor latency and unaffected mammary glands were isolated. b T antigen (Tag) expression was measured in unaffected mammary glands by 
immunohistochemical staining. c–e Representative 40X images are shown of Tag IHC staining from c 10 % diet group, d 60 % diet group, and e 
60–10 % diet group
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by HFD included protein kinase C alpha type (KPCA, 
Prkca), bone morphogenetic protein-2-inducible pro-
tein kinase (BMP2  K, Bmp2  K), phosphatidylinositol 
3-kinase catalytic subunit type 3 (PK3C3, Pik3c3), serine/
threonine-protein kinase D1 (KPCD1, Prkd1), serine/
threonine-protein kinase MARK1 (MARK1, mark1), and 
mast/stem cell growth factor receptor Kit (KIT, Kit). The 
4 kinases decreased by HFD included 5′-AMP-activated 
protein kinase catalytic subunit alpha-2 (AAPK2, Prkaa2), 
interleukin-1 receptor-associated kinase 1 (IRAK1, Irak1), 
fructosamine-3-kinase (FN3 K, Fn3 k), and epithelial dis-
coidin domain-containing receptor 1 (DDR1, Ddr1) in 
unaffected mammary glands (Additional file 4a).

Weight loss resulted in decreased expression of all 
kinases that were elevated in HFD-fed mice, since no 

kinases in the diet switch group increased more than 
1.5 fold when normalized to mice on 10  % diet (Addi-
tional file  3b). Fourteen kinases from the diet switch 
group showed more than a 1.25-fold increase in activity 
when normalized to mice on 10 % diet. In the diet-switch 
group, five kinases decreased to more than 0.5 fold of the 
10 % diet mice (Additional file 4b).

When directly comparing activity of kinases from unaf-
fected mammary glands isolated from mice on HFD 
versus diet switch groups, several important kinases 
were discovered to be regulated by HFD and inversely 
regulated by weight loss (Fig. 5b). Five kinases that were 
elevated by HFD feeding and decreased by weight loss 
included KPCA (Prkca), serine/threonine-protein kinase 
D1 KPCD1 (Prkd1), dual specificity mitogen-activated 

Fig. 4 Pathological changes in the unaffected mammary gland induced by HFD were reversed by weight loss. Unaffected mammary glands were 
collected from 15-week old C3(1)-Tag mice in study 2. a–d. Representative 40X images are shown of a normal duct, b ADH, c DCIS, and d IDC. e 
Areas of ADH were quantified in N = 6, 40X regions per section per mouse. *P < 0.05, 10 % vs. 60 %; 60–10 % vs. 60 %. f Areas of DCIS were quanti-
fied as in e *P < 0.05, 60–10 % vs. 60 %. g Areas of IDC were quantified as in e N = 8 10 %; N = 9, 60 %; N = 11, 60–10 %
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protein kinase kinase 3 (MP2K3) MEK3 (Map2k3, 
P = 0.0044), PKA (Prkacb, P = 0.0035), and unc-51 like 
kinase 3 ULK3 (Ulk3, P = 0.034). In contrast, two kinases 
were unchanged or reduced by weight gain and signifi-
cantly increased by weight loss, respectively, including 
adenosine kinase ADK (Adk, P  =  0.045) and 5′-AMP-
activated protein kinase catalytic subunit alpha-2 
(AAPK2/AMPK (Prkaa2, P = 0.037).

Discussion
One-third of US population is obese and another third is 
overweight [37]. Considering the high prevalence, obesity 

could be a target for breast cancer prevention with effec-
tive intervention strategies including weight loss, dietary 
modification, and/or pharmacological approaches. Epi-
demiologic observations have demonstrated increased 
BBC risk in premenopausal women with high BMI [16, 
38]. BBC is also detected at a high prevalence in African 
Americans, a group more susceptible to both obesity and 
weight retention after pregnancy, a period most likely 
in early adulthood [16]. Indeed, weight loss induced by 
decreased dietary fat intake in early-stage breast cancer 
patients has been shown to improve the rate of relapse-
free survival [39]. In murine studies, groups including 

Fig. 5 Kinome profiling of unaffected mammary glands revealed regulation of PKD1-PKC-α-PKA-MEK3 and AMPK by diet exposure. To profile the 
activated kinome, unaffected mammary glands from mice at 15 weeks of age were collected for multiplexed inhibitor bead (MIB) affinity chro-
matography and mass spectrometry analysis. a MIBs consist of mixtures of Sepharose beads with covalently immobilized, linker-adapted, broad 
pan-kinase inhibitors (listed on left of column) are designed to capture kinases in the active state in a reproducible and reliable assay. Two to four 
samples were pooled into a total of 3 runs per diet group. (N = 8 mice in each diet group). All kinase activity is normalized to 10 %-fed controls. 
b Mean kinase activity is presented to compare kinases in the unaffected mammary glands that were significantly different between mice in the 
60 % group and 60–10 % group. *P < 0.005, ^P < 0.05, 60 % vs. 60–10 %) In b, no error bar is present in pooled samples when kinases were down-
regulated below level of detection and only 1 run detected activity. c, d Protein–protein interactions of significantly altered kinases in unaffected 
mammary gland of mice on 60–10 % diet compared to mice on 60 % diet. c Search Tool for the Retrieval of Interacting Genes/Proteins (STRING ver-
sion 10) was used to visualize known protein–protein interactions between significantly regulated kinases. Confidence view was shown. Stronger 
associations are represented by thicker lines. d Cartoon of a subset of kinases regulated by HFD and reversed by weight loss and the contribution of 
obesity-induced leptin signaling



Page 8 of 13Qin et al. Cancer Cell Int  (2016) 16:26 

Cleary et al. and Hursting et al. have demonstrated that 
weight loss induced through caloric restriction protected 
against the development of mammary tumors [23, 40–
42]. We previously reported that HFD-induced tumor 
progression was reversed by weight loss in a life-long 
diet exposure study [20]. However, no group has focused 
on the adult window of susceptibility, a time when most 
Americans gain weight [37]. Thus, BBC in humans and 
varied murine models is responsive to energetics and 
body composition status, but the mechanisms remain 
unclear.

Herein, we aimed to focus solely on the early adult 
window of susceptibility and modification of risk factors 
that could contribute to tumor progression. C3(1)-Tag 
mice were fed LFD or HFD diets starting at 8  weeks of 
age, which is after pubertal development and is consid-
ered early adulthood in the murine life cycle. Using this 
unique BBC GEMM, we demonstrated that HFD-feeding 
in adulthood drove aggressive tumor formation, which 
resulted in a significant reduction in tumor latency. 
Importantly, weight loss prior to average tumor onset 
significantly delayed tumor latency, reversing the effects 
of HFD. There were no effects on tumor initiation in 
C3(1)-Tag mice as there were no diet-induced differences 
in initiating cells expressing Tag. Therefore, data suggest 
that HFD doesn’t play a dramatic role in the very early 
regulation of tumor initiating cells in C3(1)-Tag mice, but 
rather the progression through hyperplasia to DCIS to 
detectable malignancy.

The normal microenvironment can suppress tumor 
progression, but when the homeostasis is interrupted 
(e.g. by obesity, etc.), the microenvironment can pro-
mote tumor growth [24]. Therefore, histopathologic 
analysis was undertaken on unaffected mammary 
glands isolated from mice at 15  weeks of age before 
frank tumors could be detected by palpation. Analysis 
revealed significantly increased ADH and DCIS after 
just 7  weeks of HFD exposure. Mice that lost weight 
and adiposity secondary to diet switch were signifi-
cantly protected from HFD-induced ADH and DCIS 
development. The number of invasive carcinomas was 
also decreased by weight loss compared to HFD-fed, 
although this reduction was not statistically significant. 
The fact that ADH and DCIS were increased by HFD 
and reversed to the level of lean mice by weight loss 
indicated that adiposity could affect already initiated 
proliferating cells during this unique window of suscep-
tibility (e.g. from initiated cancer stem cells to ADH, or 
from ADH to DCIS, and from DCIS to IDC) [33]. Thus, 
the pathological changes detected in the mammary 
gland at this critical period of tumorigenesis indicated 
that the progression of basal-like tumors can be delayed 
or reversed by HFD and weight loss.

Leptin is a hormone produced by adipocytes in propor-
tion to adiposity. A meta-analysis reported that women 
with breast cancer have elevated plasma leptin levels [43]. 
High leptin receptor mRNA expression in breast cancer 
tissue was also established to predict poor prognosis in 
patients with high serum leptin levels [44]. Leptin may 
drive BBC through maintaining cancer stem-like prop-
erties in orthotopically transplanted mice [45]. Leptin 
signaling also induced breast tumor cell proliferation 
in both human and mouse cell lines [46, 47]. Consider-
ing the crucial role of leptin signaling in breast cancer in 
both mouse and human reports, weight loss-associated 
changes in leptin concentrations could play an important 
role in BBC prevention. Weight gain in early adulthood 
increased circulating leptin concentrations and weight 
loss reversed the leptin levels to those detected in LFD-
fed controls. Other contributors often associated with 
obesity-induced carcinogenesis, including glucose and 
insulin, were not altered by diet exposures.

Nearly half of the all molecularly targeted cancer ther-
apeutics is kinase inhibitors [48]. Using novel kinome 
profiling, our results from unaffected mammary glands 
of mice captured 155 activated kinases from all major 
kinome subfamilies. HFD feeding and weight loss up- or 
down-regulated several kinases that interacted with each 
other (Fig. 5c). Our analysis focused on 7 kinases specifi-
cally reciprocally regulated by HFD and diet-switch. The 
kinase that was most elevated by HFD feeding and dis-
played the greatest decrease in activity after weight loss 
was a serine/threonine protein kinase (KPCA, Prkca), 
known as PKC-α. Importantly, PKC-α is a marker for 
breast cancer aggressiveness [49]. Recent studies have 
identified PKC-α as over-expressed in triple negative 
breast cancer cells expressing stem-like properties [50]. 
Inhibitors targeting PKC-α and cMet, another kinase that 
we reported to be regulated by HFD-induced exposure 
and weight loss [20, 21], decreased triple-negative breast 
tumor growth in murine models [50].

An important upstream regulator of PKC-α was dem-
onstrated to be the second most potently upregulated 
kinase by HFD and dramatically reduced by weight loss, 
the serine/threonine-protein kinase D1 (KPCD1, Prkd1), 
also known as PKD1. PKD1 has been shown to increase 
cell proliferation in breast, prostate, salivary tumors and 
pancreatic cancers [51, 52]. PKD1 also reduced serum- 
and anchorage-dependence for proliferation and survival 
in  vitro and drove tumorigenesis in xenograft models 
of mammary tumors [53]. Borges et  al. demonstrated 
that PKD1 is expressed in cells of the unaffected mam-
mary gland, and is necessary for preventing epithelial-
to-mesenchymal transition and invasive carcinoma [54]. 
Of great relevance to studies presented herein, PKD1 is 
one of the few genes identified as regulator of obesity in 
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human populations. Through genome-wide association 
studies (GWAS), PKD1 was identified as a loci associated 
with human obesity, especially in obesity prevalent young 
adults [55], which is similar to the window of diet expo-
sure and latency in this study. Clearly, PKD1 must be fur-
ther investigated, especially its role in obesity-associated 
breast tumorigenesis. Downstream of PKD1 and PKC-α 
is cAMP-dependent protein kinase catalytic subunit beta 
(KAPCB, Prkacb), also known as PKA. PKA activity was 
also increased by HFD and decreased by weight loss. 
Elevated PKA activity in the mammary epithelium gener-
ated tumors in a murine model and was associated with 
BBC and poorer outcomes in patients [56].

PKD1, PKC-α and PKA all act through the MAPK 
kinase family. The MAP kinase kinase family member the 
dual specificity mitogen-activated protein kinase kinase 
3 (MP2K3, Map2k3), also known as MEK3 or MKK3, 
was also significantly upregulated. MEK3 is increased by 
mutant p53 [57], and led to cell proliferation and survival 
through increased oncogene RAS expression, as well as 
activation of p38α (MAPK14) [58]. Inhibition of MEK3 
led to reduction in cell proliferation and apoptosis [59], 
and knockdown of MEK3 led to reduced cell viability 
as well as increased susceptibility to chemotherapeutic 
agents in  vitro and in  vivo [59]. Interestingly, MEK3 is 
also linked to obesity [60] and lipotoxicity [61] in human 
populations, as well as diabetes in a murine model [62]. 
In sum, Fig.  5d demonstrates how weight loss reversed 
the HFD-induced activation of PKC-α, PKD1, PKA, and 
MEK3 in unaffected mammary glands, which may lead to 
inactivation of MAPK/p38α pathway, resulting in delayed 
tumor latency in mice lost weight compared to mice fed 
HFD.

A final kinase moderately but significantly up-regulated 
by HFD and down-regulated by weight loss was the ser-
ine/threonine protein kinase unc-51 like kinase 3, ULK3 
(Ulk3). ULK3 regulates the developmental and onco-
genic pathway of sonic hedgehog (SHH) signaling and 
autophagy. ULK3 is over-expressed in certain cancer cell 
lines [63]. Since it is significantly reduced with weight 
loss after weight gain, ULK3 may be a promising target.

Two kinases were regulated in the inverse direction: 
these were reduced by HFD and increased with weight 
loss after diet switch. A kinase whose activity was reduced 
with HFD to less than 40  % of lean mice on LFD, and 
then reversed to control levels with weight loss was the 
alpha 2 catalytic subunit of AMP-activated protein kinase 
(AAPK2, Prkaa2) (Fig.  5d). AMPK is an energy-sensing 
kinase that controls nutrient metabolism [64]. Leptin is 
known to inhibit AMPK’s action [65]. Consistent with 
increased activated AMPK by weight loss in our results, 
activation of AMPK has been suggested to be a target for 
cancer prevention and treatment [66]. A low incidence of 

cancers in diabetic patients on metformin is likely due to 
the drug’s anti-proliferative effect through activation of 
AMPK [67]. Breast cancer patients on metformin have 
been found to have a lower proportion of higher stage 
tumors than control patients [68]. Importantly, metformin 
can inhibit cell growth in basal-like cancer cells [69]. 
AMPK merits further study in BBC cancer prevention.

A limitation in the interpretation of our studies is that 
we induced weight loss after HFD exposure using a com-
mon protocol of diet switch. While epidemiologic and 
experimental evidence overwhelmingly support a strong 
role for obesity in breast cancer risk, some reports sug-
gest that HFD exposure alone (in the absence of obesity) 
is enough to alter the mammary microenvironment and 
increase breast cancer risk [22, 70–72]. The most com-
mon HFD used in research is lard-based, which contains 
high levels of saturated fatty acids, known activators of 
the toll like receptor 4 (TLR4) pathway [73–76], a con-
tributor to breast cancer [22]. Thus, in our study design 
it is unknown if diet exposure itself or obesity-associated 
alterations contribute to BBC progression. Future stud-
ies include modification of diet including caloric restric-
tion to determine the contribution of diet alone versus 
changes in adiposity and leptin as reported herein.

Conclusions
One-third of US adults are obese and two-thirds are 
overweight, underscoring a critical need to reduce 
breast cancer risk, especially triple negative breast can-
cers (TNBC) that are significantly associated with obe-
sity. Obesity was recently recognized by the American 
Medical Association as a disease [77] and the American 
Society of Clinical Oncology just published a position 
statement on their recognition of and commitment to 
reducing obesity-associated cancer [78]. Lifestyle com-
ponents, like obesity, play an important role in cancer 
initiation and progression [24]. While biological mod-
els of cancer have traditionally emphasized cell-auton-
omous characteristics, it is clear that changes in the 
microenvironment are also necessary [79]. Herein we 
have identified the adipokine leptin and relevant kinases 
that correlate with tumor latency and pre-neoplastic 
lesion formation in the mammary gland. Future studies 
to further elucidate the molecular links between cells of 
the microenvironment and unique obesity-regulated fac-
tors will be transformative, with significant potential to 
influence obesity prevention or dietary recommendation 
initiatives and may yield biomarkers of risk for future 
study. Improved understanding of biological mecha-
nisms could also yield prevention strategies to address 
racial disparities since BBC is highly prevalent in young, 
African American and Hispanic women, contributing to 
disparities in cancer mortality [19].
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Methods
Reagents. Rat/Mouse Insulin ELISA kit was obtained 
from Millipore (EZRMI-13  K; EMD Millipore, Billerica, 
MA, USA). Anti-SV40-Tag (sc-20800) was obtained 
from Santa Cruz (Santa Cruz, Santa Cruz, CA). Biotin-
SP (longer spacer) AffiniPure Goat anti-Rat IgG was 
from Jackson ImmunoResearch (#112-065-167, Jackson 
ImmunoResearch Inc. West Grove, PA, USA).

Animals and diet
Animal studies were performed with approval and in 
accordance with the guidelines of the Institutional Ani-
mal Care and Use Committee at the University of North 
Carolina at Chapel Hill. Animals were cared for accord-
ing to the recommendations of the Panel on Euthanasia 
of the American Veterinary Medical Association. The 
veterinary care provided at UNC is in compliance with 
the Public Health Service Policy on Humane Care and 
Use of Laboratory Animals and meets the National Insti-
tutes of Health standards as set forth in the Guide for the 
Care and Use of Laboratory Animals (DHHS Publication 
No. (NIH) 85-23 Revised 1985). The animal facility is 
Association for Assessment and Accreditation of Labora-
tory Animal Care (AAALAC) approved and is responsi-
ble for the health and husbandry of animals. UNC also 
accepts as mandatory the PHS Policy on Humane Care 
and Use of Laboratory Animals be Awardee Institutions 
and NIH Principles for the Utilization and Care of Ver-
tebrate Animals Used in Testing, Research, and Train-
ing. During breeding and after weaning at 3  weeks old, 
female C3(1)-Tag mice were put on Prolab Isopro RMH 
3000 from LabDiet (St. Louis, MO, USA) until they were 
8  weeks old when they were started on defined diets. 
Matched defined diets from Research Diets Inc. (New 
Brunswick, NJ, USA) provided 10  % kcal (“10  %”, LFD) 
and 60 % kcal (“60 %”, HFD) derived from fat. Details of 
diet in Sundaram et al. [21]. At 8 weeks of age, mice were 
randomly assigned to LFD 10 % (N = 28) and HFD 60 % 
(N = 59) diet groups. After 3 weeks on diet, at 11 weeks 
of age, N = 28 mice on 60 % were switched to 10 % diet 
(Study 1, Fig.  1a). A second set of mice were similarly 
initiated on 10 % (N = 8) and 60 % (N = 20) at 8 weeks 
of age. At 11  weeks of age, N  =  11 of 60  %-fed were 
switched to 10 % as above. This second cohort was sac-
rificed at 15 weeks of age prior to average tumor latency 
and unaffected mammary glands were isolated (Study 2, 
Fig. 3a).

Tumor latency, number, and progression
Tumor latency was defined as age at detection of first 
tumor in weeks. After detection of the first tumor, 

tumor volumes were monitored weekly over 3  weeks 
using calipers to measure the width (short diame-
ter) and length (long diameter) in millimeter for each 
tumor. The tumor volumes were calculated using the 
formula: length ×  width2 ×  0.5. The total number of 
tumors per mouse was counted at sacrifice for total 
tumor burden.

Body weight and composition
Body weight was measured prior to starting mice on diet 
and weekly until sacrifice. Body composition including 
lean mass, fat mass, free water content, and total water 
content was also measured at 8 (diet start), 11 (diet 
switch), 13, and 15  weeks of age, as well as at sacrifice 
using quantitative magnetic resonance whole body com-
position analyzer (Echo Medical Systems, Houston, TX, 
USA). Fat mass is presented as percent fat mass over total 
body weight [20, 21].

Metabolic parameters and plasma
Blood glucose was measured on mice fasted for 6  h 
prior to start of diet, at diet switch (3  weeks on diet), 
2  weeks after diet switch, and at sacrifice using a Bayer 
contour blood glucose monitor (Bayer HealthCare LLC, 
Tarrytown, NY, USA). Plasma was collected at differ-
ent time points. Plasma leptin was measured using the 
MILLIPLEX MAP mouse angiogenesis/growth factor 
magnetic bead panel—cancer multiplex assay (EMD Mil-
lipore, Billerica, MA, USA). Plasma insulin concentra-
tions were measured using Rat/Mouse Insulin ELISA kit 
(EZRMI-13 K; EMD Millipore, Billerica, MA, USA). The 
homeostasis model assessment was used to calculate the 
approximate insulin resistance (HOMAIR) using the for-
mula (blood glucose (mg/dl at sacrifice) × plasma insulin 
concentration (ng/ml)/405) [21, 80].

Histological staining
Portions of the unaffected fourth mammary glands iso-
lated from mice at 15  weeks of age in study 2 (Fig.  3a) 
were formalin-fixed and paraffin-embedded for immu-
nohistochemistry (IHC) and H&E staining. Anti-SV40-
Tag (1:250) IHC staining was conducted and analyzed 
as previously described [21, 31, 76]. Briefly slides were 
scanned into the Aperio Scanscope CS system (Aperio 
Technologies, Vista, CA, USA) at a magnification of 
40× and quantified using the Aperio Imagescope soft-
ware. The slides were analyzed using the algorithms as 
described [31]. Random areas from sections (N = 6) were 
quantified and averaged per animal. Microenvironment 
pathological analysis of H&E staining was completed 
by a certified veterinary pathologist (S.M.). Sections of 
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unaffected mammary from study 2 were analyzed for the 
presence of normal ducts, ADH, DCIS, and IDC.

MIB/MS kinome analysis
Multiplexed inhibitor bead (MIB) affinity chromatog-
raphy was completed to measure activated kinases as 
described previously [36]. Briefly, unaffected mam-
mary glands from study 2 were pulverized and lysed 
in MIB lysis buffer, and 1  % of phosphatase inhibitor 
cocktail 2 and 3 (Sigma-Aldrich)] [34]. Two to four 
samples were pooled together for a total protein con-
tent of 2.5  mg. Tissue lysates were passed through a 
column of layered inhibitor-conjugated beads con-
sisting of sepharose-conjugated Shokat, AGCbead 
(UNC-21474), Purvalanol B, PP58, VI-16832 and CTx-
0294885 (Fig.  5a) [34]. Kinase-bound inhibitor beads 
were washed eluted, reduced, alkylated, and concen-
trated before chloroform/methanol extraction. Protein 
pellets were resuspended in 50  mM HEPES (pH 8.0), 
digested, with trypsin (Promega), labeled with iTRAQ 
reagent (AB SCIEX, Framingham, MA) and cleaned 
with PepClean C18 spin columns (Thermo Scientific).
The details for mass spectrometry (MS) have been pre-
scribed previously [81]. Thermo Orbitrap Elite mass 
spectrometer with a nanoAquity UPLC system (Waters 
Corp.) was used for data acquisition. Briefly, peptides 
were first trapped in a 2 cm trapping column and sepa-
rated on a 20  cm column at room temperature. Sam-
ples were run in a full 200 min gradient. Spectra were 
searched against the Uniprot/Swiss-Prot database with 
Sequest HT on Proteome Discoverer software 1.4. Only 
peptides with high confidence were considered for 
quantitation.

Statistical analysis
Data are expressed as mean and standard error of the 
mean (SEM). Percentage of tumor-free mice amongst the 
diet groups was compared with Kaplan–Meier analyses. 
Log rank and Chi square test were used to investigate 
differences among groups for tumor latency. Continu-
ous variables for two groups were compared using Stu-
dent’s t-tests. Continuous variables for more than two 
groups were compared using one way analysis of vari-
ance (ANOVA) with Tukey’s post hoc test. The correla-
tion of latency with leptin level at different time points 
was computed via Spearman Rank correlation. Analyses 
were performed using SAS Version 9.3 (SAS Institute, 
Cary NC USA) or GraphPad Prism 5 software (GraphPad 
Software, Inc. La Jolla, CA, USA). P values <0.05 were 
considered statistically significant.
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ity. Statistically significant comparisons are reported in Fig. 5d.

Additional file 4. Kinome analysis revealed dramatic regulation of 
kinases by HFD and diet-induced weight loss. a. HFD (60 %-fed) mammary 
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to 10 %-fed is presented. b. Weight loss (60–10 %-fed) mammary gland 
kinase activity of greater than 1.25 or less than 0.5 fold compared to 
10 %-fed is presented. In b, no error bar is present in pooled samples 
when kinases were down-regulated below level of detection and only 1 
run detected activity.

http://dx.doi.org/10.1186/s12935-016-0300-y
http://dx.doi.org/10.1186/s12935-016-0300-y
http://dx.doi.org/10.1186/s12935-016-0300-y
http://dx.doi.org/10.1186/s12935-016-0300-y


Page 12 of 13Qin et al. Cancer Cell Int  (2016) 16:26 

5 Department of Pathology and Laboratory Medicine, University of North 
Carolina at Chapel Hill, Chapel Hill, NC, USA. 6 Department of Cell and Devel-
opmental Biology, University of North Carolina at Chapel Hill, Chapel Hill, NC, 
USA. 7 Lineberger Comprehensive Cancer Center, University of North Carolina 
at Chapel Hill, Chapel Hill, NC, USA. 8 Department of Epidemiology, University 
of North Carolina at Chapel Hill, Chapel Hill, NC, USA. 

Competing interests
The authors declare that they have no competing interests.

Received: 20 November 2015   Accepted: 22 March 2016

References
 1. Jemal A, Bray F, Center MM, Ferlay J, Ward E, Forman D. Global cancer 

statistics. CA Cancer J Clin. 2011;61(2):69–90.
 2. Siegel R, Naishadham D, Jemal A. Cancer statistics, 2012. CA Cancer J Clin. 

2012;62(1):10–29.
 3. DeSantis C, Siegel R, Bandi P, Jemal A. Breast cancer statistics, 2011. CA 

Cancer J Clin. 2011;61(6):409–18.
 4. Jemal A, Bray F, Center MM, Ferlay J, Ward E, Forman D. Global cancer 

statistics. CA Cancer J Clin. 2011;61(2):69–90.
 5. Calle EE, Rodriguez C, Walker-Thurmond K, Thun MJ. Overweight, obesity, 

and mortality from cancer in a prospectively studied cohort of U.S. adults. 
N Engl J Med. 2003;348(17):1625–38.

 6. Bliss JM, Gray R. Breast cancer and hormone-replacement therapy: the 
million women study. Lancet. 2003;362(9392):1328–9.

 7. Marsden J, Hern RA. The million women study and breast cancer. J Br 
Menopause Soc. 2003;9(3):95–7.

 8. Beral V. Breast cancer and hormone-replacement therapy in the Million 
Women Study. Lancet. 2003;362(9382):419–27.

 9. Neuhouser ML, Aragaki AK, Prentice RL, Manson JE, Chlebowski R, Carty 
CL, Ochs-Balcom HM, Thomson CA, Caan BJ, Tinker LF, et al. Overweight, 
obesity, and postmenopausal invasive breast cancer risk: a secondary 
analysis of the women’s health initiative randomized clinical trials. JAMA 
Oncol. 2015;1(5):611–21.

 10. Ewertz M, Jensen MB, Gunnarsdottir KA, Hojris I, Jakobsen EH, Nielsen D, 
Stenbygaard LE, Tange UB, Cold S. Effect of obesity on prognosis after 
early-stage breast cancer. J Clin Oncol. 2011;29(1):25–31.

 11. Colditz GA, Wolin KY, Gehlert S. Applying what we know to accelerate 
cancer prevention. Sci Transl Med. 2012;4(127):127.

 12. Calle E, Rodriquez C, Walker-Thurmond K, Thun M. Overweight, obesity, 
and mortality from cancer in a prospectively studied cohort of U.S. adults. 
N Eng J Med. 2003;348:1625–38.

 13. Dawood S, Broglio K, Gonzalez-Angulo AM, Kau SW, Islam R, Horto-
bagyi GN, Cristofanilli M. Prognostic value of body mass index in locally 
advanced breast cancer. Clin Cancer Res. 2008;14(6):1718–25.

 14. Chan DS, Vieira AR, Aune D, Bandera EV, Greenwood DC, McTiernan A. 
Navarro Rosenblatt D, Thune I, Vieira R, Norat T: Body mass index and 
survival in women with breast cancer-systematic literature review and 
meta-analysis of 82 follow-up studies. Ann Oncol. 2014;25(10):1901–14.

 15. Flegal KM, Carroll MD, Kit BK, Ogden CL. Prevalence of obesity and trends 
in the distribution of body mass index among US adults, 1999–2010. 
JAMA. 2012;307(5):491–7.

 16. Millikan RC, Newman B, Tse CK, Moorman PG, Conway K, Dressler LG, 
Smith LV, Labbok MH, Geradts J, Bensen JT, et al. Epidemiology of basal-
like breast cancer. Breast Cancer Res Treat. 2008;109(1):123–39.

 17. Carey LA, Perou CM, Livasy CA, Dressler LG, Cowan D, Conway K, Karaca G, 
Troester MA, Tse CK, Edmiston S, et al. Race, breast cancer subtypes, and 
survival in the Carolina breast cancer study. JAMA. 2006;295(21):2492–502.

 18. Toft DJ, Cryns VL. Minireview: basal-like breast cancer: from molecular 
profiles to targeted therapies. Mol Endocrinol. 2011;25(2):199–211.

 19. Millikan R, Newman B, Tse C-K, Moorman P, Conway K, Smith L, Labbok 
M, Geradts J, Bensen J, Jackson S, et al. Epidemiology of basal-like breast 
cancer. Breast Cancer Res Treat. 2008;109(1):123–39.

 20. Sundaram S, Le TL, Essaid L, Freemerman AJ, Huang MJ, Galanko JA, 
McNaughton KK, Bendt KM, Darr DB, Troester MA, et al. Weight Loss 
Reversed Obesity-Induced HGF/c-Met Pathway and Basal-Like Breast 
Cancer Progression. Front Oncol. 2014;4:175.

 21. Sundaram S, Freemerman AJ, Johnson AR, Milner JJ, McNaughton 
KK, Galanko JA, Bendt KM, Darr DB, Perou CM, Troester MA, et al. Role 
of HGF in obesity-associated tumorigenesis: C3(1)-TAg mice as a 
model for human basal-like breast cancer. Breast Cancer Res Treat. 
2013;142(3):489–503.

 22. Sundaram S, Johnson AR, Makowski L. Obesity, metabolism and the 
microenvironment: links to cancer. J Carcinog. 2013;12:19.

 23. Dunlap SM, Chiao LJ, Nogueira L, Usary J, Perou CM, Varticovski L, Hurst-
ing SD. Dietary energy balance modulates epithelial-to-mesenchymal 
transition and tumor progression in murine claudin-low and basal-like 
mammary tumor models. Cancer Prev Res (Phila). 2012;5(7):930–42.

 24. Bissell MJ, Hines WC. Why don’t we get more cancer? A proposed role 
of the microenvironment in restraining cancer progression. Nat Med. 
2011;17(3):320–9.

 25. Correia AL, Bissell MJ. The tumor microenvironment is a dominant force 
in multidrug resistance. Drug Resist Updat. 2012;15(1–2):39–49.

 26. Fuentes-Mattei E, Velazquez-Torres G, Phan L, Zhang F, Chou PC, Shin JH, 
Choi HH, Chen JS, Zhao R, Chen J, et al. Effects of obesity on transcrip-
tomic changes and cancer hallmarks in estrogen receptor-positive breast 
cancer. J Natl Cancer Inst. 2014;106(7):158.

 27. Khandekar MJ, Cohen P, Spiegelman BM. Molecular mechanisms of 
cancer development in obesity. Nat Rev Cancer. 2011;11(12):886–95.

 28. Han X, Stevens J, Truesdale KP, Bradshaw PT, Kucharska-Newton A, 
Prizment AE, Platz EA, Joshu CE. Body mass index at early adulthood, sub-
sequent weight change and cancer incidence and mortality. Int J Cancer. 
2014;135(12):2900–9.

 29. Harvie MN, Bokhari S, Shenton A, Ashcroft L, Evans G, Swindell R, Howell 
A. Adult weight gain and central obesity in women with and without 
a family history of breast cancer: a case control study. Fam Cancer. 
2007;6(3):287–94.

 30. Herschkowitz JI, Simin K, Weigman VJ, Mikaelian I, Usary J, Hu Z, Rasmus-
sen KE, Jones LP, Assefnia S, Chandrasekharan S, et al. Identification of 
conserved gene expression features between murine mammary carci-
noma models and human breast tumors. Genome Biol. 2007;8(5):R76.

 31. Sundaram S, Freemerman AJ, Galanko JA, McNaughton KK, Bendt KM, 
Darr DB, Troester MA, Makowski L. Obesity-mediated regulation of HGF/c-
Met is associated with reduced basal-like breast cancer latency in parous 
mice. PLoS One. 2014;9(10):e111394.

 32. La Merrill M, Baston DS, Denison MS, Birnbaum LS, Pomp D, Threadgill 
DW. Mouse breast cancer model-dependent changes in metabolic 
syndrome-associated phenotypes caused by maternal dioxin exposure 
and dietary fat. Am J Physiol Endocrinol Metab. 2009;296(1):E203–10.

 33. Green JE, Shibata MA, Yoshidome K, Liu ML, Jorcyk C, Anver MR, Wig-
ginton J, Wiltrout R, Shibata E, Kaczmarczyk S, et al. The C3(1)/SV40 
T-antigen transgenic mouse model of mammary cancer: ductal epithelial 
cell targeting with multistage progression to carcinoma. Oncogene. 
2000;19(8):1020–7.

 34. Duncan JS, Whittle MC, Nakamura K, Abell AN, Midland AA, Zawis-
towski JS, Johnson NL, Granger DA, Jordan NV, Darr DB, et al. Dynamic 
reprogramming of the kinome in response to targeted MEK inhibition in 
triple-negative breast cancer. Cell. 2012;149(2):307–21.

 35. Bantscheff M, Eberhard D, Abraham Y, Bastuck S, Boesche M, Hobson S, 
Mathieson T, Perrin J, Raida M, Rau C, et al. Quantitative chemical prot-
eomics reveals mechanisms of action of clinical ABL kinase inhibitors. Nat 
Biotechnol. 2007;25(9):1035–44.

 36. Cooper MJ, Cox NJ, Zimmerman EI, Dewar BJ, Duncan JS, Whittle MC, 
Nguyen TA, Jones LS, Roy SG, Smalley DM, et al. Application of multi-
plexed kinase inhibitor beads to study kinome adaptations in drug-
resistant leukemia. PLoS One. 2013;8(6):e66755.

 37. Ogden CL, Carroll MD, Kit BK, Flegal KM. Prevalence of childhood and 
adult obesity in the United States, 2011-2012. JAMA. 2014;311(8):806–14.

 38. Yang XR, Sherman ME, Rimm DL, Lissowska J, Brinton LA, Peplonska B, 
Hewitt SM, Anderson WF, Szeszenia-Dabrowska N, Bardin-Mikolajczak 
A, et al. Differences in risk factors for breast cancer molecular sub-
types in a population-based study. Cancer Epidemiol Biomarkers Prev. 
2007;16(3):439–43.

 39. Chlebowski RT, Blackburn GL, Thomson CA, Nixon DW, Shapiro A, Hoy 
MK, Goodman MT, Giuliano AE, Karanja N, McAndrew P, et al. Dietary 
fat reduction and breast cancer outcome: interim efficacy results 
from the women’s intervention nutrition study. J Natl Cancer Inst. 
2006;98(24):1767–76.



Page 13 of 13Qin et al. Cancer Cell Int  (2016) 16:26 

 40. Pallavi R, Giorgio M, Pelicci PG. Insights into the beneficial effect of 
caloric/dietary restriction for a healthy and prolonged life. Front Physiol. 
2012;3:318.

 41. Pape-Ansorge KA, Grande JP, Christensen TA, Maihle NJ, Cleary MP. Effect 
of moderate caloric restriction and/or weight cycling on mammary 
tumor incidence and latency in MMTV-Neu female mice. Nutr Cancer. 
2002;44(2):162–8.

 42. Dirx MJ, Zeegers MP, Dagnelie PC, van den Bogaard T, van den Brandt PA. 
Energy restriction and the risk of spontaneous mammary tumors in mice: 
a meta-analysis. Int J Cancer. 2003;106(5):766–70.

 43. Niu J, Jiang L, Guo W, Shao L, Liu Y, Wang L. The association between lep-
tin level and breast cancer: a meta-analysis. PLoS One. 2013;8(6):e67349.

 44. Miyoshi Y, Funahashi T, Tanaka S, Taguchi T, Tamaki Y, Shimomura I, Nogu-
chi S. High expression of leptin receptor mRNA in breast cancer tissue 
predicts poor prognosis for patients with high, but not low, serum leptin 
levels. Int J Cancer J. 2006;118(6):1414–9.

 45. Zheng Q, Banaszak L, Fracci S, Basali D, Dunlap SM, Hursting SD, Rich 
JN, Hjlemeland AB, Vasanji A, Berger NA, et al. Leptin receptor maintains 
cancer stem-like properties in triple negative breast cancer cells. Endocr 
Relat Cancer. 2013;20(6):797–808.

 46. Bjorbaek C, Uotani S, da Silva B, Flier JS. Divergent signaling capaci-
ties of the long and short isoforms of the leptin receptor. J Biol Chem. 
1997;272(51):32686–95.

 47. Cirillo D, Rachiglio AM, la Montagna R, Giordano A, Normanno 
N. Leptin signaling in breast cancer: an overview. J Cell Biochem. 
2008;105(4):956–64.

 48. Stuhlmiller TJ, Earp HS, Johnson GL. Adaptive reprogramming of the 
breast cancer kinome. Clin Pharmacol Ther. 2014;95(4):413–5.

 49. Lonne GK, Cornmark L, Zahirovic IO, Landberg G, Jirstrom K, Larsson C. 
PKCalpha expression is a marker for breast cancer aggressiveness. Mol 
Cancer. 2010;9:76.

 50. Hsu YH, Yao J, Chan LC, Wu TJ, Hsu JL, Fang YF, Wei Y, Wu Y, Huang WC, Liu 
CL, et al. Definition of PKC-alpha, CDK6, and MET as therapeutic targets in 
triple-negative breast cancer. Cancer Res. 2014;74(17):4822–35.

 51. Roman-Perez E, Casbas-Hernandez P, Pirone JR, Rein J, Carey LA, Lubet 
RA, Mani SA, Amos KD, Troester MA. Gene expression in extratumoral 
microenvironment predicts clinical outcome in breast cancer patients. 
Breast Cancer Res BCR. 2012;14(2):R51.

 52. Liou GY, Doppler H, Braun UB, Panayiotou R, Buzhardt MS, Radisky DC, 
Crawford HC, Fields AP, Murray NR, Wang QJ, et al. Protein kinase D1 
drives pancreatic acinar cell reprogramming and progression to intraepi-
thelial neoplasia. Nat Commun. 2015;6:6200.

 53. Karam M, Legay C, Auclair C, Ricort JM. Protein kinase D1 stimulates 
proliferation and enhances tumorigenesis of MCF-7 human breast cancer 
cells through a MEK/ERK-dependent signaling pathway. Exp Cell Res. 
2012;318(5):558–69.

 54. Borges S, Doppler H, Perez EA, Andorfer CA, Sun Z, Anastasiadis PZ, 
Thompson E, Geiger XJ, Storz P. Pharmacologic reversion of epigenetic 
silencing of the PRKD1 promoter blocks breast tumor cell invasion and 
metastasis. Breast Cancer Res. 2013;15(2):R66.

 55. Graff M, Ngwa JS, Workalemahu T, Homuth G, Schipf S, Teumer A, Volzke 
H, Wallaschofski H, Abecasis GR, Edward L, et al. Genome-wide analysis 
of BMI in adolescents and young adults reveals additional insight 
into the effects of genetic loci over the life course. Hum Mol Genet. 
2013;22(17):3597–607.

 56. Beristain AG, Molyneux SD, Joshi PA, Pomroy NC, Di Grappa MA, Chang 
MC, Kirschner LS, Prive GG, Pujana MA, Khokha R. PKA signaling drives 
mammary tumorigenesis through Src. Oncogene. 2015;34(9):1160–73.

 57. Gurtner A, Starace G, Norelli G, Piaggio G, Sacchi A, Bossi G. Mutant 
p53-induced up-regulation of mitogen-activated protein kinase kinase 3 
contributes to gain of function. J Biol Chem. 2010;285(19):14160–9.

 58. Derijard B, Raingeaud J, Barrett T, Wu IH, Han J, Ulevitch RJ, Davis RJ. 
Independent human MAP-kinase signal transduction pathways defined 
by MEK and MKK isoforms. Science. 1995;267(5198):682–5.

 59. Baldari S, Ubertini V, Garufi A, D’Orazi G, Bossi G. Targeting MKK3 as a 
novel anticancer strategy: molecular mechanisms and therapeutical 
implications. Cell Death Dis. 2015;6:e1621.

 60. Bian L, Traurig M, Hanson RL, Marinelarena A, Kobes S, Muller YL, Malhotra 
A, Huang K, Perez J, Gale A, et al. MAP2K3 is associated with body mass 
index in American Indians and Caucasians and may mediate hypotha-
lamic inflammation. Hum Mol Genet. 2013;22(21):4438–49.

 61. Hussey SE, Lum H, Alvarez A, Cipriani Y, Garduno-Garcia J, Anaya L, Dube 
J, Musi N. A sustained increase in plasma NEFA upregulates the Toll-like 
receptor network in human muscle. Diabetologia. 2014;57(3):582–91.

 62. Lim AK, Nikolic-Paterson DJ, Ma FY, Ozols E, Thomas MC, Flavell RA, Davis 
RJ, Tesch GH. Role of MKK3-p38 MAPK signalling in the development 
of type 2 diabetes and renal injury in obese db/db mice. Diabetologia. 
2009;52(2):347–58.

 63. Kawabata N, Ijiri K, Ishidou Y, Yamamoto T, Nagao H, Nagano S, Maeda 
S, Komiya S, Setoguchi T. Pharmacological inhibition of the Hedgehog 
pathway prevents human rhabdomyosarcoma cell growth. Int J Oncol. 
2011;39(4):899–906.

 64. Hardie DG, Ross FA, Hawley SA. AMPK: a nutrient and energy sensor that 
maintains energy homeostasis. Nat Rev Mol Cell Biol. 2012;13(4):251–62.

 65. Schwartz MW, Porte D Jr. Diabetes, obesity, and the brain. Science. 
2005;307(5708):375–9.

 66. Li W, Saud SM, Young MR, Chen G, Hua B. Targeting AMPK for cancer 
prevention and treatment. Oncotarget. 2015;6(10):7365–78.

 67. Litzenburger BC, Brown PH. Advances in preventive therapy for estrogen-
receptor-negative breast cancer. Curr Breast Cancer Rep. 2014;6:96–109.

 68. Besic N, Satej N, Ratosa I, Horvat AG, Marinko T, Gazic B, Petric R. Long-
term use of metformin and the molecular subtype in invasive breast 
carcinoma patients—a retrospective study of clinical and tumor charac-
teristics. BMC Cancer. 2014;14:298.

 69. Vazquez-Martin A, Oliveras-Ferraros C, Cufi S, Del Barco S, Martin-Castillo 
B, Lopez-Bonet E, Menendez JA. The anti-diabetic drug metformin sup-
presses the metastasis-associated protein CD24 in MDA-MB-468 triple-
negative breast cancer cells. Oncol Rep. 2011;25(1):135–40.

 70. Haslam SZ, Schwartz RC. Is there a link between a high-fat diet dur-
ing puberty and breast cancer risk? Womens Health (Lond Engl). 
2011;7(1):1–3.

 71. Aupperlee MD, Zhao Y, Tan YS, Zhu Y, Langohr IM, Kirk EL, Pirone JR, 
Troester MA, Schwartz RC, Haslam SZ. Puberty-specific promotion of 
mammary tumorigenesis by a high animal fat diet. Breast Cancer Res. 
2015;17(1):138.

 72. Zhao Y, Tan YS, Aupperlee MD, Langohr IM, Kirk EL, Troester MA, Schwartz 
RC, Haslam SZ. Pubertal high fat diet: effects on mammary cancer devel-
opment. Breast Cancer Res. 2013;15(5):R100.

 73. Johnson AR, Milner JJ, Makowski L. The inflammation highway: 
metabolism accelerates inflammatory traffic in obesity. Immunol Rev. 
2012;249(1):218–38.

 74. Johnson AR WM, Sampey BP, Troester MA, Hayes DN, Makowski L. Cafete-
ria diet-induced obesity results in increased oxidative damage in white 
adipose. Submitted in revision. 2013.

 75. Sampey BP, Freemerman AJ, Zhang J, Kuan PF, Galanko JA, O’Connell TM, 
Ilkayeva OR, Muehlbauer MJ, Stevens RD, Newgard CB, et al. Metabo-
lomic profiling reveals mitochondrial-derived lipid biomarkers that drive 
obesity-associated inflammation. PLoS One. 2012;7(6):e38812.

 76. Sampey BP, Vanhoose AM, Winfield HM, Freemerman AJ, Muehlbauer 
MJ, Fueger PT, Newgard CB, Makowski L. Cafeteria diet is a robust model 
of human metabolic syndrome with liver and adipose inflammation: 
comparison to high-fat diet. Obesity. 2011;19(6):1109–17.

 77. AMA adopts new policies on second day of voting at annual meeting 
[http://www.ama-assn.org/ama/pub/news/news/2013/2013-06-18-new-
ama-policies-annual-meeting.page].

 78. Ligibel JA, Alfano CM, Courneya KS, Demark-Wahnefried W, Burger RA, 
Chlebowski RT, Fabian CJ, Gucalp A, Hershman DL, Hudson MM et al. 
American society of clinical oncology position statement on obesity and 
cancer. J Clin Oncol. 2014.

 79. Hanahan D, Robert AW. Hallmarks of cancer: the next generation. Cell. 
2011;144(5):646–74.

 80. Polcz ME, Adamson LA, Lu X, Chang MN, Fowler LJ, Hobbs JA. Increased 
IL-6 detection in adult and pediatric lymphoid tissue harboring parvovi-
rus B19. J Clin Virol. 2013;57(3):233–8.

 81. Siesser PF, Motolese M, Walker MP, Goldfarb D, Gewain K, Yan F, Kulikaus-
kas RM, Chien AJ, Wordeman L, Major MB. FAM123A binds to microtu-
bules and inhibits the guanine nucleotide exchange factor ARHGEF2 to 
decrease actomyosin contractility. Sci Signal. 2012;5(240):64.

http://www.ama-assn.org/ama/pub/news/news/2013/2013-06-18-new-ama-policies-annual-meeting.page
http://www.ama-assn.org/ama/pub/news/news/2013/2013-06-18-new-ama-policies-annual-meeting.page

	Weight loss reduces basal-like breast cancer through kinome reprogramming
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusions: 

	Background
	Results
	Tumor latency shortened by HFD exposure could be delayed by weight loss prior to tumor onset

	Discussion
	Conclusions
	Methods
	Animals and diet
	Tumor latency, number, and progression
	Body weight and composition
	Metabolic parameters and plasma
	Histological staining
	MIBMS kinome analysis
	Statistical analysis

	Authors’ contributions
	References




