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Abstract 

Background: Mucosal-associated invariant T (MAIT) cells are innate-like T cells, some studies have reported that the 
number of circulating MAIT cells reduced in patients with acute graft-versus-host-disease (aGVHD) development. 
However, the role of donor MAIT cells on aGVHD development and subsequent functional change still remain unclear.

Methods: The study recruited 86 patients with hematological malignancies who underwent allogeneic hematopoi-
etic cell transplantation (HCT) from May 1, 2018 to June 30, 2019. MAIT cells, their subset, and cytokine levels were 
measured by flow cytometry. Gray’s test was used to assess the impact of graft MAIT cell proportion and number 
on aGVHD incidence. The Cox proportional hazard model was used in the multivariate analysis. The comparison for 
continuous variables was assessed using Mann–Whitney analysis. RNA-sequencing was performed to investigate the 
possible molecular pathway changes.

Results: Our study showed that the proportion of MAIT cells in grafts was not different from normal controls, but 
the CD4/8 subsets were altered. Taking the median of the proportion and number of MAIT cells in the graft as the 
threshold, the results showed that the incidence of grade B-D aGVHD in patients with MAIT cell proportion ≥ 3.03% 
was significantly higher than that in patients with MAIT cell proportion < 3.03% (56.3%, 95% CI 37.1–71.2 versus 23.1%, 
95% CI 13.8–46.2; P = 0.038).The number of MAIT cells in the graft was not associated with aGVHD development 
(P = 0.173), however, when the graft contained more CD4 positive, CD8 positive, and CD4/CD8 double-positive MAIT 
cells, the incidence of aGVHD was significantly increased (P = 0.019, P = 0.035 and P = 0.027, respectively). Besides, 
reduced frequencies and counts of circulating MAIT cells were observed in patients with aGVHD when compared to 
patients without aGVHD, accompanied by enhanced production of Tumor necrosis factor-α, Interferon-γ and upregu-
lated programmed death-1, CXC Chemokine Receptor-6 (CXCR6) and CD38 expression. Gene set enrichment analysis 
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Background
Acute graft-versus-host disease (aGVHD) is a significant 
cause of morbidity and transplantation-related mortality 
in patients receiving allogeneic hematopoietic cell trans-
plantation (HCT). It has been established that antigen-
presenting cells, conventional T cells, and some other 
immune effector cells participate in this complex inter-
action between innate and adaptive immune systems [1]. 
Pro-inflammatory cytokines released by T cells could 
amplify this immune response and result in tissue dam-
age [2].

Mucosal-associated-invariant T (MAIT) cells are a 
group of highly evolutionarily conserved innate-like T 
cells with an invariant T cell receptor Va7.2–Ja33 chain 
in humans. After birth, MAIT cells migrate to periph-
eral tissues including peripheral blood, intestine, lymph 
nodes, and liver [3]. These non-conventional T cells only 
recognize vitamin B2- and B9-derived ligands, which 
are produced by a range of bacteria or yeasts [4] and 
are presented by major histocompatibility class I related 
molecules [5, 6]. The MAIT cells could also respond to 
cytokine signals in a T cell receptor (TCR) independent 
manner [7]. Upon activation, MAIT cells could secrete 
mass pro-inflammatory cytokines including tumor-
necrosis-factor-alpha (TNF-α), interferon-gamma (IFN-
γ), interleukin 17 (IL-17), and cell lysis mediators like 
granzyme-B and perforin [8]. Thus far, it is well acknowl-
edged that MAIT cells are involved in several infections 
such as tuberculosis, cholera [9] and fungal infections 
[10–12] and autoimmune diseases such as systemic lupus 
erythematosus, multiple sclerosis, and inflammatory 
bowel diseases [13–15].

In patients receiving allogeneic HCT, early reconsti-
tution of MAIT cells can be observed [16]. Recently, 
some studies have reported the number of MAIT cells in 
peripheral blood significantly reduced in GVHD patients 
[17, 18]. However, the impact of MAIT cells in grafts on 
aGVHD development and subsequent functional changes 
in aGVHD patients are still largely unknown. Here, we 
longitudinally analyzed the frequency and function sta-
tus of MAIT cells in grafts and peripheral blood samples 
from recipients receiving allogeneic HCT. The investiga-
tion showed a high frequency of MAIT cells in grafts cor-
related to increased incidence of aGVHD post allogeneic 

HCT, accompanied with a significant numerical reduc-
tion and functional activation of MAIT cells in peripheral 
blood from recipients with aGVHD development. Gene 
set enrichment analysis (GSEA) of RNA-sequencing data 
suggested a critical role of the interferon-alpha response 
of MAIT cells in aGVHD development.

Methods
Patients and controls
The study prospectively recruited 86 patients who under-
went allogeneic HCT in the Blood Diseases Hospi-
tal, Chinese Academy of Medical Sciences from May 1, 
2018 to June 30, 2019. Patients eligible for this analysis 
included all consecutive adult and pediatric recipients 
who achieved donor-derived neutrophil engraftment 
after allogeneic HCT. One patient who experienced 
engraftment failure was excluded. Peripheral blood sam-
ples were collected from recipients at day 15, 30 (± 5), 60 
(± 5), and 90 (± 5) post allogeneic HCT and peripheral 
blood samples from healthy subjects as the normal con-
trol. For cytokine analysis and RNA-sequencing (RNA-
seq), peripheral blood samples were collected when 
patients were diagnosed with aGVHD, and samples were 
also collected from patients who did not develop aGVHD 
at the same time point and used as controls. Graft sam-
ples transfused into these recipients were collected from 
the abandoned testing samples. All blood samples were 
then examined using flow cytometry and RNA-seq using 
standard protocols. This study was approved by the Eth-
ics Committee of Blood Disease Hospital, Chinese Acad-
emy of Medical Sciences (KT2018104-EC-2). Written 
informed consent was acquired from all patients and 
healthy subjects.

Flow cytometry analysis and MAIT cell sorting
All the peripheral blood and graft samples were puri-
fied by density gradient centrifuge using Ficoll–Paque 
to achieve mononuclear cells. The MAIT cells and 
subgroups were examined using the following anti-
bodies: anti-CD3-APC-Cy7, anti-TCRγδ-FITC, 
anti-CD161-Percp-Cy5.5, anti-TCRVα7.2-APC, 
anti-CD4-PE, anti-CD8-PE-Cy7, anti-CXCR6-PE, 
anti-PD1-PE, and anti-CD38-PE-Cy7. Mononuclear 
cells (1 ×  106) were incubated in complete media for 

of MAIT cell RNA-seq data showed interferon-α response pathway upregulated in aGVHD patients when compared 
with patients without aGVHD and healthy controls.

Conclusions: Our study shows that MAIT cells in grafts and peripheral blood are both closely related to the aGVHD 
development post allogeneic HCT. Interferon-α response pathway perhaps is a critical regulation mechanism for the 
MAIT cell involvement in aGVHD development.
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intracellular cytokine staining. All samples were acquired 
on an LSRFortessa flow cytometer. Data analysis was per-
formed using the FlowJo Version 7.6 software.

For peripheral blood MAIT cell sorting, samples 
obtained from patients and healthy controls were puri-
fied by density gradient centrifuge. Mononuclear cells 
were stained with surface antibodies (anti-CD3-APC-
Cy7, anti-TCRγδ-FITC, anti-CD161-Percp-Cy5.5, 
anti-TCRVα7.2-APC). Then, the cells were sorted 
immediately using an FACSAria III cell sorter (BD 
Bioscience, Franklin Lake, NJ, USA), selecting  CD3+ 
TCRγδCD161+TCR-Va7.2+ cells.

In vitro functional analysis
Phorbol myristate acetate (PMA), ionomycin (IM) and 
1 μL monensin were added to the media at the beginning 
of incubation. After incubation for 4  h, cells were aspi-
rated and stained with the surface markers, followed by 
fixation in Cytofix/Cytoperm and permeabilized with 
Perm/Wash solution according to the manufacturer’s 
introductions. The cells were then stained with cytokine 
antibodies.

RNA‑seq
RNA-seq was performed on MAIT cells from peripheral 
blood samples as previously described [19]. Each patient 
collected 1 ×  104 MAIT cells for sequencing, and totally, 
ten samples were sequenced, including four samples 
from patients with aGVHD, three from patients without 
aGVHD, and three from healthy controls. RNA concen-
tration was measured using Qubit RNA Assay Kit (Life 
Technologies, CA, USA), and RNA integrity was assessed 
using Bioanalyzer 2100 system (Agilent Technologies, 
CA, USA) with RIN > 6.5.The libraries were generated 
using the NEBNext UltraTM RNA Library Prep Kit for 
Illumina (New England Biolabs, Ipswich, MA, USA) fol-
lowing the manufacturer’s recommendations. The clus-
tering of the samples was performed on a cBot Cluster 
Generation System using TruSeq PE Cluster Kit v3-cBot-
HS (Illumina), then the library preparations were 
sequenced on an Illumina Hiseq platform with a target 
depth of 3 million reads. The data are available at Gene 
Expression Omnibus (GEO) with the accession number 
of GSE157959.

Study definition and statistical analysis
aGVHD was diagnosed clinically according to the Inter-
national Bone Marrow Transplant Registry [20]. Bacterial 
infections were defined as: positive clinical symptoms of 
bacterial infection and positive culture results, including 
blood, sputum, sterile tissue, bronchoalveolar lavage fluid 
and urinary fluid. Fungal infections were defined as: diag-
nosis of proven and probable fungal infection following 

guidelines of Infectious Diseases Society of America [21, 
22]. Viral infections were defined as: cytomegalovirus 
or Epstein–Barr virus > 400 copies/mL in plasma using 
quantitative polymerase chain reaction. The cumulative 
incidence of aGVHD was estimated and compared using 
Gray’s test. The multivariate Cox regression model was 
used to investigate the association between MAIT cells 
and the hazard of aGVHD. All factors found to influ-
ence aGVHD in univariate analysis with P < 0.20 were 
included in the Cox proportional hazard model. Corre-
lations were analyzed using the Spearman’s rank correla-
tion test. A significant difference for continuous variables 
was assessed using Mann–Whitney analysis. P ≤ 0.05 was 
considered significant. All Statistical analysis was per-
formed using SPSS 12, except that for Gray’s test, which 
was performed using R 3.6.1.

Results
Patient and transplantation characteristics
The characteristics of all 86 patients in the study are 
shown in Table  1. The median age of recipients at the 
time of allogeneic HCT was 37 (range 7–63) years. 41 
patients (47.6%) received allogeneic HCT for acute 
myeloid leukemia, 19 (22.1%) for acute lymphoid leuke-
mia, 25 (29.1%) for myelodysplastic syndrome, and one 
(1.2%) for primary myelofibrosis. All patients received 
myeloablative conditioning, either a regimen based on 
busulfan and cyclophosphamide (n = 69) or a regimen 
based on total body irradiation and cyclophosphamide 
(n = 17). 45 patients received HLA-matched sibling 
donor grafts, 37 received haploidentical donor grafts, 
and only four received HLA-matched unrelated donor 
grafts. The GVHD prophylaxis regimens included cyclo-
sporine A/methotrexate (n = 26), cyclosporine A/metho-
trexate/mycophenolate mofetil (n = 33), and tacrolimus/
mycophenolate mofetil (n = 27). Anti-thymocyte globu-
lin (ATG) was used as an alternative approach to the 
post-transplant cyclophosphamide (PT-Cy) for in  vivo 
T cell depletion in haploidentical donor transplantation, 
HLA matched unrelated donor transplantation and sib-
ling donor transplantation with the recipients’ age older 
than 45 years. Totally, 64 patients of the enrolled patients 
used ATG. Of all the donors, 35 cases were female donor, 
including 21 cases of female to male and 14 cases of 
female to female. CMV-seropositive donor to CMV-
seropositive recipients were the most common donor–
recipient CMV serostatus (n = 81). The median number 
of infused total mononuclear cells and  CD34+ cells were 
9.7 ×  108/kg (range 5.2–18.5) and 3.1 ×  106/kg (range 
1.6–6.7), respectively. None of the patients underwent 
ex vivo T cell depletion. In our study, 44 cases developed 
aGVHD in 100 days with a cumulative incidence of 50.6% 
(95% confidence interval [CI] 39.9–61.2%), including 15 
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cases of grade A aGVHD, 17 cases of grade B aGVHD, six 
cases each of grade C aGVHD and grade D aGVHD; Of 
these patients who developed aGVHD, 21 cases had skin 
involvement, 14 had liver involvement, and 17 had intes-
tinal involvement; 13 patients had ≥ 2 organ involvement. 
The median onset time of aGVHD was 31 (range 11–58) 
days post graft transfusion.

Mobilization characteristics of MAIT cells in grafts
Among the enrolled 86 patients, 69 peripheral blood 
stem cell graft (PB-graft) samples mobilized by granulo-
cyte-colony-stimulating factors were collected. MAIT 
cells were identified using flow cytometry and defined 
as  CD3+TCRγδVα7.2+CD161+ cells as previously 
described [23] (Fig. 1A). According to our result, no sig-
nificant differences had been found in MAIT cell propor-
tions between PB-grafts (n = 69) and blood samples from 
healthy donors (n = 48) (P = 0.87, Fig.  1B). According to 
the expression levels of CD4/8 on the surface of MAIT 
cells, we then subdivided MAIT cells into four subsets: 
CD4 positive, CD8 positive, CD4/CD8 double negative 
(DN), and CD4/CD8 double positive (DP) subsets. Results 
showed that the percentage of CD8 positive MAIT cells in 
PB-grafts (n = 66, median percentage: 75.1%) was signifi-
cantly lower than that in healthy donors (n = 40, median 
percentage: 81.1%, P = 0.006). Otherwise, the frequency 
of DN-MAIT cells (median percentage: 12.4%) and DP-
MAIT cells (median percentage: 4.7%) from PB-grafts 
were both significantly higher than those from healthy 
controls (DN: median percentage 9.6%, P = 0.046; DP: 
median percentage 2.1%, P = 0.001; Fig. 1C), which indi-
cated that the transfused MAIT cell subpopulations in 
grafts had transformed after mobilization. In addition, 
the number of MAIT cells in the graft was significantly 
higher than that in the healthy control (134.8 ×  107/L vs. 
4.1 ×  107/L, P < 0.001, Fig. 1D); the number of each CD4/8 
subset was also significantly higher than that in the con-
trol group (CD4 + : 91.3 ×  106/L vs. 1.6 ×  106/L, P < 0.001; 
CD8 + : 963.2 ×  106/L vs. 36.5 ×  106/L, P < 0.001; DN: 
178.0 ×  106/L vs. 4.8 ×  106/L, P < 0.001; DP: 46.1 ×  106/L 
vs. 0.73 ×  106/L, P < 0.001; Fig. 1E).

Factors affecting the reconstitution of MAIT cells 
post allogeneic HCT
We also analyzed the clinical factors that may affect the 
reconstitution of MAIT cells post allogeneic HCT, and 
the results showed that the application of ATG, type of 
donor, and viral infection (Cytomegalovirus and Epstein–
Barr virus) significantly affected the early reconstitution 
of MAIT cells. Patients receiving matched-sibling donor 
grafts had a better MAIT reconstitution compared with 
those receiving alternative donor grafts (Fig.  2A). In 
addition, application of ATG in conditioning regimens 
could significantly reduce the proportion and number of 
MAIT cells in the recipients’ peripheral blood, and this 
effect could still be observed at day 90, post graft transfu-
sion (Fig. 2B). In order to avoid the effect of donor type 
on MAIT cell reconstitution, we further investigated 
the ATG usage on the proportion and number of MAIT 
cells in recipients receiving HLA-matched sibling donor 
transplantation, and the effect of ATG on MAIT cells 

Table 1 Patient characteristics enrolled in this study

D− /R− donor CMV seronegative/recipient CMV seronegative, D− /R+ donor 
CMV seronegative/recipient CMV seropositive, D+ /R+ donor CMV seropositive/
recipient CMV seropositive, D+ /R−  = donor CMV seropositive/recipient CMV 
seronegative

AML acute myeloid leukemia, ALL acute lymphoid leukemia, MDS 
myelodysplastic syndrome, AA aplastic anemia, PMF primary myelofibrosis, 
Bu busulfan, Cy cyclophosphamide, TBI total body irradiation, Flu fludarabine, 
Ara-C cytarabine, CSA cyclosporine A, MTX methotrexate, MMF mycophenolate 
mofetil, ATG anti-thymocyte globulin, MNC mononuclear cells, CMV 
Cytomegalovirus

Characteristic Value

Median age (range), y 37 (7–63)

Male, N (%) 47 (54.6)

Diagnosis, N (%)

 AML 41 (47.6)

 ALL 19 (22.1)

 MDS 25 (29.1)

 PMF 1 (1.2)

Conditioning regimens, N (%)

 Bu + Cy + Flu + Ara-C 69 (80.2)

 TBI + Cy + Flu + Ara-C 17 (19.8)

Donor type, N (%)

 HLA-matched sibling 45 (52.3)

 HLA-matched unrelated 4 (4.7)

 HLA-haploidentical 37 (43.0)

GVHD prophylaxis

 CSA + MTX 26 (30.2)

 CSA + MMF + MTX 33 (38.3)

 Tacrolimus + MTX 27 (31.3)

ATG, N (%)

 With ATG 64 (74.4)

 Without ATG 22 (25.6)

Donor/recipient gender

 Female to male 21 (24.4)

 Female to female 14 (16.3)

 Male to female 25 (29.1)

 Male to male 26 (30.2)

CMV serostatus

 D/R 0

 D/R + 3 (3.5)

 D + /R + 81 (94.2)

 D + /R 2 (2.3)

Median infused MNC dose (range) 9.7 ×  108/kg (5.2–18.5)

Median infused  CD34+ dose (range) 3.1 ×  106/kg (1.6–6.7)
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can still be observed (Fig. 2C). For the factor of infection, 
we found that viral infections were significantly related 
to the decrease in the proportion and number of MAIT 
cells post allogeneic HCT, while bacterial infections and 
fungal infections had no obvious correlation with MAIT 
cell reconstitution (Fig. 2D).

Higher MAIT cells proportion in grafts predicted higher 
risk of aGVHD
As it has been reported that MAIT cells in recipients 
are partly derived from the transfer of MAIT cells in the 
grafts and are related to the GVHD occurrence post allo-
geneic HCT [17], we further investigated whether MAIT 

Fig. 1 Mucosal-associated-invariant T (MAIT) cells mobilization characteristics in PB-grafts. A Gating strategy and a representative example of flow 
cytometric analysis of one peripheral blood graft (PB-graft) sample and one healthy subject peripheral blood (HC-PB) sample. B The frequency of 
MAIT cells in PB-grafts (n = 69) and HC-PB (n = 48). C Proportion of CD4, CD8, DN, DP subsets in PB-grafts (n = 66) and healthy controls (n = 40). D 
The number of MAIT cells in PB-grafts (n = 69) and HC-PB (n = 48). C number of CD4, CD8, DN, DP subsets in PB-grafts (n = 66) and healthy controls 
(n = 40). *P-value < 0.05; **P-value < 0.01; ***P-value < 0.001; NS: no significance
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cell frequency and the absolute number in the grafts 
could predict the incidence of aGVHD post allogeneic 
HCT.

The cumulative incidence of grade B-D aGVHD for 
the entire cohort was 40.8% (95% CI 29.5–53.9) at day 
100 post allogeneic HCT (Fig.  3A). The median MAIT 
cell percentage in PB-grafts was 3.03% (interquartile 
range 1.63–6.18%). We used this value as a threshold to 
divide patients into two subgroups, MAIT cell percent-
age ≥ 3.03% group (interquartile range 3.49–12.6%) and 
MAIT cell percentage < 3.03% group (interquartile range 
0.72–2.23%), to evaluate the impact of MAIT cell fre-
quency on the incidence of grades B‒D aGVHD. Results 
showed that the cumulative incidence of B‒D aGVHD at 
day 100 significantly increased in patients receiving grafts 
with MAIT cell percentage ≥ 3.03% than that with per-
centage < 3.03% (56.3%, 95% CI 37.1–71.2 versus 23.1%, 
95% CI 13.8–46.2; P = 0.038; Fig.  3A). We additionally 
found that a higher proportion of CD4-CD8 + MAIT 
cells in the grafts were significantly associated with an 
increased incidence of B‒D aGVHD post allogeneic HCT 
(P = 0.035, Fig. 3B, Table 2). Besides, we further used the 
median absolute number of MAIT cells (3.17 ×  106/kg, 
interquartile range 1.56–7.48 ×  106/kg) as a threshold 
to evaluate the relationship between MAIT cell number 
in grafts and incidence of B‒D aGVHD. The cumula-
tive incidence aGVHD in patients with MAIT cell num-
ber ≥ 3.17 ×  106/kg (interquartile range 4.36–14.83 ×  106/
kg) was 51.1% (95% CI 35.8–68.9) versus 26.6% (95% 
CI 14.6–47.2) in patients with MAIT cell num-
ber < 3.17 ×  106/kg (interquartile range: 0.77–2.80 ×  106/
kg); but no statistical difference was drawn (Fig.  3A, 
Table  2; P = 0.173), According to the analysis of CD4/8 
MAIT cell subsets, it showed that more  CD4CD8+, 
 CD4+CD8,  CD4+CD8+MAIT cells in the grafts indi-
cated an increased incidence of B‒D aGVHD, yet, the 
CD4CD8MAIT cell number had no impact on aGVHD 
development (Fig. 3BII–IV, Table 2). We also tried several 
other cell subsets in PB-grafts, including  CD4+ T cells, 
 CD8+ T cells,  CD4+CD25+T cells, Natural killer cells, 
and B cells. Using a strategy similar to MAIT cells, the 
median proportion of each cell population was used as a 
threshold to divide them into groups with higher propor-
tions and those with lower proportions. No significant 

impacts were found in these cell subsets on B‒D aGVHD 
incidence (data are shown in Additional file 1).

We further performed univariate and multivariate 
analyses to better explore the risk factors affecting the 
occurrence of GVHD post allogeneic HCT. Therefore, 69 
patients, who obtained the MAIT cell frequencies both in 
the transfused graft samples and PB samples post alloge-
neic HCT were enrolled. In addition to the above-men-
tioned MAIT cell proportion and number in grafts that 
had a significant impact on the incidence of B‒D aGVHD 
(Fig. 3), univariate analysis also identified that donor type 
significantly associated with aGVHD development. The 
incidence of grade B-D aGVHD in patients receiving 
HLA-matched sibling donor grafts (28.6%, 95% CI 10.9–
39.8) was significantly lower than that in patients receiv-
ing alternative donor grafts (53.3%, 95% CI 31.5–73.2; 
P = 0.031, Table 2). Factors influencing aGVHD incidence 
with P < 0.20 in the univariate analysis were included 
in a multivariate analysis. Since ATG has clearly been 
reported to have an impact on the occurrence of GVHD, 
this study also included ATG usage in the multivari-
ate analysis; however, the P value of the ATG usage was 
above 0.2. In total, the following factors were included in 
the multivariate analysis: donor type, MAIT cell percent-
age, MAIT cell number, GVHD prophylaxis, and ATG 
usage. We found that MAIT cell frequency in PB-grafts 
was still an independent factor for aGVHD occurrence. 
The aGVHD incidence significantly decreased in patients 
receiving grafts with MAIT cell percentage < 3.03% when 
compared with MAIT cell percentage ≥ 3.03% (hazard 
ratio [HR] = 0.36; 95% CI 0.15–0.88; P = 0.025; Table 3). 
Alternative donor graft was another independent fac-
tor associated with increased aGVHD incidence (hazard 
ratio [HR] = 2.25; 95% CI 1.01–5.05; P = 0.048; Table 3). 
No impact was observed for ATG usage, MAIT cell num-
ber, or GVHD prophylaxis on the occurrence of aGVHD 
(ATG usage: P = 0.367; MAIT cell number: P = 0.604; 
GVHD prophylaxis: P = 0.839).

Impaired circulating MAIT cell reconstitution 
was associated with increased risk of aGVHD
We further investigated the reconstitution of MAIT 
cells after allogeneic HCT. The frequencies of circulat-
ing MAIT cells at days 15 and 30 post allogeneic HCT 

Fig. 2 Factors that affect the reconstitution of MAIT cells post allogeneic HCT. A Mucosal-associated-invariant T cell frequencies and counts in 
peripheral blood from recipients receiving HLA-matched sibling donor transplantation (n = 45) and alternative donor transplantation (n = 41). B 
MAIT cell frequencies and counts from recipients receiving transplantation with ATG (n = 64) and without ATG (n = 22) in the conditioning regimes. 
C MAIT cell frequencies and counts from recipients receiving HLA-matched sibling donor transplantation with ATG (n = 23) and without ATG 
(n = 22) in the conditioning regimes. D MAIT cell frequencies and counts from recipients existing with or without bacterial infection (n = 63 and 23, 
respectively); fungal infection (n = 17 and 69, respectively) and viral infection (n = 34 and 52, respectively). Mann–Whitney test was used to assess 
significant differences between groups. Mean ± standard error is shown. *P-value < 0.05; **P-value < 0.01; ***P-value < 0.001

(See figure on next page.)
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Fig. 2 (See legend on previous page.)
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were similar, whereas it significantly decreased at day 
60 compared to that in patients at day 15, without 
prominent recovery till day 90 (day 60: 1.78% vs. 3.81%, 
P < 0.0001; day 90: 1.26% vs. 3.81%; P < 0.0001, Fig. 4A). 
However, the absolute number of MAIT cells showed 

different trend lines. The absolute number of circulat-
ing MAIT cells were at the lowest point at day 15 post 
allogeneic HCT, followed with a significant recovery 
at day 30 (7.23 ×  106/L vs. 12.98 ×  106/L, P < 0.0001; 
Fig. 4B).

Fig. 3 MAIT cell proportion and number in grafts predicted grade (B–D) aGVHD development. (AI) Cumulative incidence of grades B‒D aGVHD in 
the entire cohort (n = 69); grades B‒D aGVHD incidence according to (AII) MAIT cell proportion; (AIII) MAIT cell number; (BI) CD4-CD8 + MAIT cell 
proportion; (BII) CD4 + CD8-MAIT cell number; (BIII) CD4 + CD8 + MAIT cell number and (BIV) CD4-CD8 + MAIT cell number in PB-grafts. Gray’s test 
was used to compare the aGVHD cumulative incidence between groups
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Table 2 Univariate analysis of factors associated with aGVHD 
development in 69 patients

Variable N aGVHD incidence 
% (95% CI)

P‑value

Patient age, y

  ≥ 50 12 46.7 (15.3–70.3) 0.652

  < 50 57 20.2 (11.3–34.7)

Donor

 HLA-matched sibling 36 28.6 (10.9–39.8) 0.031

 Alternative donors 33 53.3 (31.5–73.2)

Conditioning regimens

 Bu + Cy + Flu + Ara-C 58 35.9(21.2–47.7) 0.761

 TBI + Cy + Flu + Ara-C 11 45.5 (13.7–68.7)

ATG 

 Yes 50 38.6 (22.1–51.8) 0.805

 No 19 37.2 (12.0–54.8)

GVHD prophylaxis

 CSA + MTX(± MMF) 49 43.4 (30.1–59.2) 0.156

 Tacrolimus + MTX 20 23.7 (10.4–51.3)

Infused MNC dose

  ≥ 10 ×  108/kg 35 36.6 (17.0–51.0) 0.797

  < 10 ×  108/kg 34 38.9 (19.4–53.5)

CD4 + T cell percentage, %

  ≥ 36.3 35 35.8 (22.3–54.9) 0.458

  < 36.3 34 45.6 (29.2–65.8)

CD8 + T cell percentage, %

  ≥ 28.6 35 39.4 (24.3–58.7) 0.758

  < 28.6 34 41.6 (26.7–61.1)

CD19 + B cell percentage, %

  ≥ 16.2 35 37.5 (22.4–57.2) 0.479

  < 16.2 34 43.6 (28.4–61.9)

NK cell percentage, %

  ≥ 10.3 35 46.4 (27.9–61.9) 0.596

  < 10.3 34 33.5 (19.4–53.6)

CD4 + CD25 + T cell percentage, %

  ≥ 0.24 35 47.2 (36.6–66.0) 0.809

  < 0.24 34 33.7 (19.9–53.5)

MAIT cell percentage, %

  ≥ 3.03 35 56.3 (37.1–71.2) 0.038

  < 3.03 34 23.1 (13.8–46.2)

CD4-CD8 + MAIT cell percentage, %

  ≥ 2.11 35 54.1 (37.9–72.3) 0.035

  < 2.11 34 25.9 (13.8–45.3)

CD4 + CD8-MAIT cell percentage, %

  ≥ 0.16 35 47.9 (28.4–66.3) 0.302

  < 0.16 34 32.6 (18.8–51.8)

CD4 + CD8 + MAIT cell percentage, %

  ≥ 0.09 35 43.8 (28.7–62.3) 0.502

  < 0.09 34 37.7 (22.8–57.6)

CD4-CD8-MAIT cell percentage, %

  ≥ 0.31 35 44.1 (29.2–62.9) 0.548

  < 0.31 34 36.2 (22.0–55.9)

Bu Busulfan, Cy Cyclophosphamide, TBI Total body irradiation, Flu Fludarabine, 
Ara-C Cytarabine, ATG  Anti-thymocyte globulin, CSA Cyclosporine A, MTX 
Methotrexate, MMF Mycophenolate mofetil, MNC Mononuclear cells

Alternative donors: including 30 haploidentical donors and 3 HLA-matched 
unrelated donors

Table 2 (continued)

Variable N aGVHD incidence 
% (95% CI)

P‑value

CD3 + T cell dose

  ≥ 1.31 ×  108/kg 35 43.7 (28.9–63.6) 0.679

  < 1.31 ×  108/kg 34 37.2 (22.9–56.2)

CD4 + T cell dose

  ≥ 7.32 ×  107/kg 35 35.3 (21.6–54.2) 0.408

  < 7.32 ×  107/kg 34 45.4 (26.4–60.9)

CD8 + T cell dose

  ≥ 5.73 ×  107/kg 35 41.6 (25.5–58.7) 0.967

  < 5.73 ×  107/kg 34 41.1 (21.8–56.5)

NK cell dose

  ≥ 2.01 ×  107/kg 35 47.1 (36.8–66.5) 0.354

  < 2.01 ×  107/kg 34 34.2 (20.5–53.7)

B cell dose

  ≥ 3.11 ×  107/kg 35 34.8 (20.9–66.5) 0.287

  < 3.11 ×  107/kg 34 46.3 (26.8–65.8)

CD4 + CD25 + cell dose

  ≥ 6.45 ×  105/kg 35 31.7 (18.8–50.9) 0.115

  < 6.45 ×  105/kg 34 49.8 (33.3–68.8)

MAIT cell dose

  ≥ 3.17 ×  106/kg 35 51.1 (35.8–68.9) 0.173

  < 3.17 ×  106/kg 34 26.6 (14.6–47.2)

CD4-CD8 + MAIT cell dose

  ≥ 2.49 ×  106/kg 35 52.7 (36.6–65.8) 0.072

  < 2.49 ×  106/kg 34 26.5 (14.2–46.3)

CD4 + CD8-MAIT cell dose

  ≥ 0.21 ×  106/kg 35 56.2 (40.0–73.8) 0.019

  < 0.21 ×  106/kg 34 22.9 (11.8–42.4)

CD4 + CD8 + MAIT cell dose

  ≥ 0.12 ×  106/kg 35 53.1 (37.0–71.1) 0.027

  < 0.12 ×  106/kg 34 27.3 (14.6–47.2)

CD4-CD8-MAIT cell dose

  ≥ 0.41 ×  106/kg 35 41.4 (26.3–60.3) 0.756

  < 0.41 ×  106/kg 34 39.1 (24.4–58.5)

Table 3 Multivariate analysis of factors on aGVHD incidence

Covariate Hazard ratio (95% CI) P‑value

Donor type

 HLA-matched sibling Reference 0.048

 Alternative donors 2.25 (1.01–5.05)

MAIT cell percentage, %

  ≥ 3.03 Reference 0.025

  < 3.03 0.36 (0.15–0.88)
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Our results further identified that both frequency and 
absolute number of MAIT cells at day 15 in patients 
with B‒D aGVHD were significantly lower than that in 
patients without aGVHD (3.32% vs. 5.71%, P = 0.327, 
and 2.18 ×  106/L vs. 8.27 ×  106/L, P = 0.048; Fig. 4C, D). 
Both frequency and number of MAIT cells at day 30 in 
patients with B‒D aGVHD (average percentage: 1.91%, 
average cell number: 6.31 ×  106/L) were still lower than 
those in patients without aGVHD (average percentage: 
4.21%, P = 0.046; average cell number: 14.92 ×  106/L, 
P = 0.024, Fig. 4C, D).

Function evaluation of MAIT cells in aGVHD recipients
After analyzing the frequencies and numbers of MAIT 
cells post allogeneic HCT, we further studied the func-
tional role of MAIT cells in aGVHD development. The 

MAIT cell activation, migration, and immune response 
capacity was evaluated through the examination of 
CD38, CXC chemokine receptor-6 (CXCR6) and pro-
grammed death 1 (PD-1) expression levels on MAIT cells 
[9, 24, 25]. Peripheral blood samples were obtained from 
26 PB-grafts, 23 patients with aGVHD, and 22 patients 
without aGVHD (Fig. 5A). Based on the reported study, 
we used CD38 as a marker of MAIT cell activation [9]. 
Our data revealed that the proportion of  CD38+ MAIT 
cells were significantly increased in recipient peripheral 
blood post allogeneic HCT when compared to that in 
grafts (with aGVHD: 72.3% vs. 20.6%, P < 0.001; without 
aGVHD: 76.2% vs. 20.6%, P < 0.001; respectively, Fig. 5B); 
however, no difference was observed between patients 
with and without aGVHD (P = 0.641). CXCR6 is involved 
in the trafficking of T cells to peripheral organs such as 

Fig. 4 Reduced circulating MAIT cells proportion and number in aGVHD recipients. A, B MAIT cell early reconstitution in the entire cohort (n = 86). 
C, D circulating MAIT cell proportion and number in recipients with grades B‒D aGVHD in comparison with grades 0‒A aGVHD post allogeneic HCT. 
Mean ± standard error is shown. Mann–Whitney test was used to assess significant differences between groups. *P-value < 0.05; **P-value < 0.01; 
***P-value < 0.001

(See figure on next page.)
Fig. 5 Functional activation of MAIT cells in patients with aGVHD. Representative gating for PD-1, CXCR6, CD38 expression, and IFN-γ, TNF-α 
production on MAIT cells from PB-grafts, patients without aGVHD and patients with aGVHD development. B Expression of PD-1, CXCR6, CD38 on 
MAIT cells from PB-grafts (n = 26), patients without aGVHD (n = 22) and patients with aGVHD (n = 23). C Production of IFN-γ, TNF-α in MAIT cells 
from PB-grafts (n = 16), patients without aGVHD (n = 16) and patients with aGVHD (n = 14). D Spearman rank correlation between circulating MAIT 
cell frequency and PD-1, IFN-γ and TNF-α expression on MAIT cells from recipients receiving allogeneic HCT. Mean ± standard error is shown. Mann‒
Whitney test was used to assess significant differences between groups. *P-value < 0.05; **P-value < 0.01; ***P-value < 0.001; NS: no significance
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Fig. 5 (See legend on previous page.)
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the liver or intestines [26], and MAIT cells show abun-
dant CXCR6 expression levels [3, 24]. In our study, we 
found that the circulating MAIT cells exhibited higher 
levels of CXCR6 in patients with aGVHD than in patients 
without aGVHD (68.3% vs. 54.9%, P = 0.026, Fig.  5B), 
supporting their migration to the inflammation site and 
circulating number decrease in aGVHD. In addition, the 
PD-1 expression was significantly higher in patients with 
aGVHD (median percentage: 28.0%) than in patients 
without aGVHD (28.0% vs. 15.2%, P = 0.011) and PB-
grafts (28.0% vs. 12.4%, P < 0.001; Fig. 5B).

We also detected the PMA/ionomycin stimulated 
cytokine production in MAIT cells from 14 patients with 
aGVHD, 16 patients without aGVHD, and 16  PB-grafts 
(Fig.  5A). The IFN-γ+ and TNF-α+ MAIT cell levels 
were comparable between the patients without aGVHD 
and PB-grafts (Fig.  5C); however, we observed a mark-
edly elevated production of IFN-γ and TNF-α in patients 
who developed aGVHD when compared with patients 
who did not develop aGVHD (IFN-γ: 67.4% vs. 25.2%, 
P < 0.001; TNF-α: 65.0% vs. 38.1%, P = 0.005), as well as 
the PB-grafts (IFN-γ: 67.4% vs. 34.7%, P = 0.006; TNF-α: 
65.0% vs. 40.1%, P = 0.024; Fig. 5C).

We further used Spearman’s rank test to investigate 
the correlation between circulating MAIT cell frequen-
cies and their expression levels of IFN-γ, TNF-α, PD-1, 
CXCR6, and CD38. The frequencies of MAIT cells 
showed a moderate inverse correlation with PD-1, IFN-γ, 
and TNF-α expression levels (PD-1: r = ̠ 0.324, P = 0.029; 
IFN-γ: r = ̠ 0.512, P = 0.004; TNF-α: r = 0.419, P = 0.021; 
Fig.  5D), however, it did not correlate with CXCR6 and 
CD38 levels. The results demonstrated that MAIT cells 
from patients with aGVHD had increased inflammatory 
responses compared to patients without aGVHD and 
grafts, especially through the IFN-γ and TNF-α activa-
tion pathway.

Transcriptional profile indicated IFN‑α response of MAIT 
cells after HCT
To identify cell-intrinsic regulatory mechanisms of 
MAIT cells in aGVHD patients, we performed RNA-seq 
to identify the transcriptional profile of the circulating 
MAIT cells from patients with aGVHD (n = 4), patients 
without aGVHD (n = 3), and healthy controls (n = 3). 
For the four aGVHD patients, peripheral blood samples 

were collected when patients were diagnosed with grades 
C‒D aGVHD, including three cases of grade C aGVHD 
and one case of grade D aGVHD. Samples from patients 
without aGVHD were collected at a similar time point 
according to the collection time from aGVHD patients. 
There were 754 differentially expressed genes in MAIT 
cells between patients with and without aGVHD, and 
698 genes between aGVHD patients and healthy con-
trols at minimum log (2) fold change of ± 1 (Fig.  6A, 
Additional file 2). GSEA revealed significant enrichment 
of interferon-alpha response pathway in patients with 
aGVHD (NES = 1.24, FDR q-value = 0.241) and patients 
without aGVHD (NES = 1.83, FDR q-value = 0.004) 
when compared with healthy controls (Figs. 6B i–ii and 
5C i–ii). Some of the shared hub genes with core enrich-
ment in this pathway were ISG15, CD74 and IRF2 (more 
details are shown in Additional file  3). Besides, we also 
observed an enrichment of Moserle IFN-α response 
gene set between patients with and without aGVHD at 
a possible trend toward significance (NES = 1.89, FDR 
q-value = 0.051; Fig.  6B iii and C iii). Some of the hub 
genes in this gene set were IFITM1, IFIH1, and IFIT 
family members such as IFIT5, IFIT3, and IFIT1. Addi-
tionally, the primary immunodeficiency gene set was 
enriched in patients without aGVHD when compared 
with patients who developed aGVHD (NES = 2.05, FDR 
q-value = 0.015) and healthy controls (NES = 1.59, FDR 
q-value = 0.098; Fig.  6D). The shared hub genes were 
JAK3, RAG1, and TAP1.

Discussion
In this perspective study, our primary objective was to 
examine the association between MAIT cell reconstitu-
tion and aGVHD incidence, including the characteristics 
of the transfused MAIT cells in grafts. Our data showed 
that the MAIT cell number appeared as an upward trend 
within 60 days post allogeneic HCT, however, the MAIT 
cell proportions reached a plateau and showed a decrease 
at day 60, partially agreeing with the results of a previous 
study [17]. Bhattacharyya et al. reported that MAIT cell 
counts rapidly increased in the first 30  days after HCT 
and reached a plateau from day 30. Our data showed that 
from day 30 to 60, the number of MAIT cells was still 
increasing. Although slightly different, both these stud-
ies suggest that MAIT cells could recover rapidly at the 

Fig. 6 Differential gene expression analysis for MAIT cells from patients and healthy controls. A Heatmap of total differential gene expressions. B 
Gene set enrichment analysis (GSEA) for IFN-α response pathway enrichment in MAIT cells from aGVHD patients and non-aGVHD patients when 
compared to those fron healthy controls (i–ii); Moserle IFN-αresponse pathway enrichment in patients with aGVHD when compared to that in 
patients without aGVHD (iii). C Heatmap presenting the expression of IFN-α-response hallmark genes and Moserle IFN-α-response hallmark genes. 
D GSEA for primary-immunodeficiency gene set in patients without aGVHD when compared with that in patients with aGVHD and healthy controls. 
E Heatmap presenting the expression of primary-immunodeficiency hallmark genes

(See figure on next page.)
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Fig. 6 (See legend on previous page.)
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early period post HCT. Our research also showed that 
the type of donor, ATG application and viral infection 
significantly affected the reconstitution of MAIT cells. 
Some reports suggest that MAIT cell number in recipi-
ents receiving cord blood transplantation is lower than 
that from bone marrow transplantation or peripheral 
blood stem cell transplantation, indicating the source of 
stem cells affects the reconstitution of MAIT cells [18]. 
In our data, alternative donors, most being haploidenti-
cal donors, also affect the reconstitution of MAIT cells. 
This result may be due to differences in conditioning reg-
imens and GVHD prophylaxis between various stem cell 
sources, and it was consistent with the characteristics of 
delayed immune reconstitution in haploidentical trans-
plantation [26]. We also found that viral infections signif-
icantly correlate with MAIT reconstitution; however, the 
causality between them is not clear.

In this study, we longitudinally examined the MAIT 
cells from peripheral blood stem cell grafts to subsequent 
peripheral blood samples, which allowed us to systemati-
cally investigate the correlation between MAIT cells and 
aGVHD development. Our data showed that a higher 
proportion of MAIT cells in the grafts was associated 
with an increased incidence of aGVHD after allogeneic 
HCT. However, this result is contrary to a recent study 
result reported by Gao et  al., which showed that lower 
number of MAIT cells in the graft suggested a higher 
incidence of intestinal GVHD; however, there was no dif-
ference in the incidence of grade I aGVHD or grade II–
IV aGVHD [27]. In the study by Gao et al., most patients 
were simultaneously transfused with peripheral blood 
stem cells and bone marrow stem cells; however, in our 
study, patients were only transfused with peripheral 
blood hematopoietic stem cells. The source of hemat-
opoietic stem cells may partially contribute to the incon-
sistent results, and the association between MAIT cells 
in grafts and aGVHD development still needs further 
clarification. In the process of MAIT cell reconstitution 
after transplantation, a number of studies, including ours 
and Gao’s, have shown that the decreased MAIT cells in 
peripheral blood is related to the increased incidence of 
aGVHD [17, 18, 27, 28], demonstrating that MAIT cells 
are involved in the pathological process.

Once activated by antigen recognition or cytokine 
stimulation, MAIT cells could rapidly release Th1/Th17 
proinflammatory cytokines [7, 29]. The critical role of 
IFN-γ, TNF-α, and IL-17 in the development of aGVHD 
has been demonstrated [30]. In our report, we found a 
significantly increased production of these cytokines 
in circulating MAIT cells in aGVHD patients. Inter-
estingly, no difference was observed in the cytokine 

secretion levels by MAIT cells between patients with-
out aGVHD and grafts, suggesting the MAIT cell 
functional activation was critical to the aGVHD devel-
opment; however, the role of the initiator or amplifier is 
still unknown. Several studies have shown that MAIT 
cells exhibiting increased PD-1 expression in infectious 
diseases and autoimmune diseases are accompanied 
by a decrease in the MAIT cell number. Thus, we also 
detected the PD-1 expression level on the surface of 
MAIT cells, and found similar results in other diseases 
[13, 31, 32]. PD-1 is a well-known T cell inhibitory 
molecular, contributing to the exhaustion and anergy of 
T cells [33]. Blockage of the PD-1/PDL-1 pathway led 
to aggravation of GVHD symptoms in mice, suggesting 
a critical role for PD-1 in preventing pathogenic effects 
of alloreactive T cells [34]. It seems that the increased 
PD-1 expression on MAIT cells is a negative feedback 
regulation on the GVHD onset, and subsequently the 
activation-induced cell death in MAIT cells may con-
tribute to their exhaustion in peripheral blood [35–37]. 
Taken together, we speculate that when MAIT cells in 
the donor grafts are transfused into the recipients, they 
may be activated by cytokines or antigens [7], secret-
ing mass pro-inflammatory cytokines and promote the 
development of aGVHD. Thus, the increased propor-
tion of MAIT cells in the graft is associated with an 
increased incidence of aGVHD post allogeneic HCT. 
With the activation of MAIT cells, negative feedback 
regulation such as PD-1 is upregulated, the subse-
quently activation-induced cell death of MAIT cells 
probably leading to the exhaustion of circulating MAIT 
cells.

Immunosuppressive treatment is another possible 
cause affecting MAIT cell frequency and number in 
peripheral blood. However, so far, some reports reveal 
that immunosuppressive agents may only have some 
limited impact on MAIT cells. Sattler et  al. reported 
that immunosuppressive agents in vitro can significantly 
impair the cytokine production capacity of MAIT cells; 
however, in patients receiving liver transplantation, 
reduction of circulating MAIT cells is largely independ-
ent of the type and dosage of immunosuppressive agents 
[38]. In autoimmune hepatitis patients, immunosup-
pressive treatments also show no impact on circulat-
ing MAIT cell proportions [39]. Konuma et al. reported 
that the administration of calcineurin inhibitors or glu-
cocorticoids had no significant impact on MAIT cell 
proportion and number in chronic GVHD patients [18]. 
Our investigation also showed no significant correlation 
between glucocorticoids cumulative dose and MAIT 
cell frequency in recipient peripheral blood at day 15 
post allogeneic HCT (Additional file  1), indicating that 
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the reduction of MAIT cells is associated with aGVHD 
development rather than immunosuppressive therapy.

We further explored the expression profile of circu-
lating MAIT cells by RNA-seq and found a significant 
enrichment of IFN-α-response gene set in recipients 
receiving allogeneic HCT. Previous reports have dem-
onstrated that MAIT cells could be activated by IFN-α 
alone [40] or in combination with L-12 or IL-18 in vitro 
[40, 41]. However, sustained IFN-α stimulation may lead 
to the dysfunction of MAIT cells [42]. Indeed, in our 
report, the enrichment of Moserle IFN-α response gene 
set between recipients with and without aGVHD sug-
gested that a different response to IFN-α may lead to a 
different outcome. In this study, we also observed an 
enrichment of primary immunodeficiency gene set in 
recipients without aGVHD when compared to patients 
with aGVHD and healthy controls. The hub genes of 
this gene set were all critical genes involving the T cell 
signaling (LCK) [43], antigen translocation (TAP1) [44], 
and immunodeficiency diseases (JAK3 and RAG1) [45]. 
Based on this immunodeficiency gene set enrichment, we 
can predict that when MAIT cells show reduced func-
tional activation, similar to the appearance of T cells in 
immunodeficiency diseases, patients may be less suscep-
tible to aGVHD.

Conclusions
Our study shows that MAIT cell frequency and the func-
tional status are closely related to the aGVHD devel-
opment post allogeneic HCT. Meanwhile, MAIT cell 
activation may also simultaneously induce the exhaustion 
of MAIT cells, leading to the reduction of MAIT cells in 
peripheral blood. The IFN-α response perhaps is a critical 
regulation pathway to the MAIT cell function in aGVHD 
development. Overall, our data may pave the way for per-
spective intervention to ameliorate aGVHD.

Abbreviations
MAIT cells: Mucosal-associated invariant T cells; aGVHD: Acute graft-versus-
host-disease; allogeneic HCT: Allogeneic hematopoietic cell transplantation; 
PMA: Phorbol myristate acetate; TNF-α: Tumor-necrosis-factor-alpha; IFN-γ: 
Interferon-gamma; IL-17: Interleukin 17; GSEA: Gene set enrichment analysis; 
ATG : Anti-thymocyte globulin; CXCR6: CXC chemokine receptor-6; PD-1: 
Programmed death 1.

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s12935- 022- 02703-x.

Additional file 1: Other immune cell populations besides MAIT cells in 
grafts on aGVHD development.

Additional file 2: List of differentially expressed gene in RNA-seq.

Additional file 3: Hub genes of each enriched gene set.

Acknowledgements
We thank all patients and the data collection team who participated in this 
study to complete this research.

Author contributions
SF, MH and YS designed the research; ZW, SZ, XZ, LZ and DY performed the 
research; RZ, YH and EJ performed the statistical analysis; and XF, JZ and TC 
drafted the manuscript. All authors read and approved the final manuscript.

Funding
This work was supported by the Haihe Laboratory of Cell Ecosystem Innova-
tion Fund (grant number HH22KYZX0036); the Tianjin Municipal Science and 
Technology Commission Grant (grant number 21JCZDJC01170); the CAMS 
Innovation Fund for Medical Sciences (CIFMS) (grant numbers 2021-I2M-1-
017 and 2021-I2M-C&T-B-080); Fundamental Research Funds for the Central 
Universities (grant number 3332021055), and the National Natural Science 
Foundation of China (grant number 82100225).

Availability of data and materials
The datasets used and/or analyzed during the current study are available from 
the corresponding author on reasonable request, except the RNA-seq data 
which are available at Gene Expression Omnibus (GEO) with the accession 
number of GSE157959.

Declarations

Ethics approval and consent to participate
This study was approved by the Ethics Committee of Blood Disease Hospital, 
Chinese Academy of Medical Sciences (KT2018104-EC-2). Informed consent 
was acquired from all patients and healthy subjects.

Consent for publication
All the authors approve the manuscript and give their consent for submission 
and publication.

Competing interests
The authors declare that they have no competing interests.

Author details
1 State Key Laboratory of Experimental Hematology, National Clinical Research 
Center for Blood Diseases, Haihe Laboratory of Cell Ecosystem, Institute 
of Hematology & Blood Diseases Hospital, Chinese Academy of Medical 
Sciences & Peking Union Medical College, 288 Nanjing Road, Tianjin 300020, 
China. 2 Department of Hematology, Tianjin First Central Hospital, School 
of Medicine, Nankai University, Tianjin 300192, China. 

Received: 29 May 2022   Accepted: 30 August 2022

References
 1. Jagasia M, Arora M, Flowers ME, Chao NJ, McCarthy PL, Cutler CS, et al. 

Risk factors for acute GVHD and survival after hematopoietic cell trans-
plantation. Blood. 2012;119(1):296–307.

 2. Paczesny S, Hanauer D, Sun Y, Reddy P. New perspectives on the biology 
of acute GVHD. Bone Marrow Transplant. 2010;45(1):1–11.

 3. Dusseaux M, Martin E, Serriari N, Peguillet I, Premel V, Louis D, et al. 
Human MAIT cells are xenobiotic–resistant, tissue-targeted, CD161hi 
IL-17–secreting T cells. Blood. 2011;117(4):1250–9.

 4. McWilliam HE, Birkinshaw RW, Villadangos JA, McCluskey J, Rossjohn 
J. MR1 presentation of vitamin B-based metabolite ligands. Curr Opin 
Immunol. 2015;34:28–34.

 5. Treiner E, Duban L, Bahram S, Radosavljevic M, Wanner V, Tilloy F, et al. 
Selection of evolutionarily conserved mucosal–associated invariant T 
cells by MR1. Nature. 2003;422(6928):164–9.

 6. Le Bourhis L, Mburu YK, Lantz O. MAIT cells, surveyors of a new 
class of antigen: development and functions. Curr Opin Immunol. 
2013;25(2):174–80.

https://doi.org/10.1186/s12935-022-02703-x
https://doi.org/10.1186/s12935-022-02703-x


Page 16 of 16Wang et al. Cancer Cell International          (2022) 22:297 

 7. Ussher JE, Bilton M, Attwod E, Shadwell J, Richardson R, de Lara C, et al. 
CD161++ CD8+ T cells, including the MAIT cell subset, are specifically 
activated by IL-12+IL-18 in a TCR-independent manner. Eur J Immunol. 
2014;44(1):195–203.

 8. Xiao X, Cai J. Mucosal-associated invariant t cells: new insights into anti-
gen recognition and activation. Front Immunol. 2017;8:1540.

 9. Leung DT, Bhuiyan TR, Nishat NS, Hoq MR, Aktar A, Rahman MA, et al. 
Circulating mucosal associated invariant T cells are activated in Vibrio 
cholerae O1 infection and associated with lipopolysaccharide antibody 
responses. PLoS Negl Trop Dis. 2014;8(8): e3076.

 10. Jiang J, Wang X, An H, Yang B, Cao Z, Liu Y, et al. Mucosal-associated 
invariant T-cell function is modulated by programmed death-1 signal-
ing in patients with active tuberculosis. Am J Respir Crit Care Med. 
2014;190(3):329–39.

 11. Leeansyah E, Ganesh A, Quigley MF, Sonnerborg A, Andersson J, Hunt PW, 
et al. Activation, exhaustion, and persistent decline of the antimicrobial 
MR1-restricted MAIT-cell population in chronic HIV-1 infection. Blood. 
2013;121(7):1124–35.

 12. Jahreis S, Bottcher S, Hartung S, Rachow T, Rummler S, Dietl AM, et al. 
Human MAIT cells are rapidly activated by Aspergillus spp. in an APC-
dependent manner. Eur J Immunol. 2018;48(10):1698–706.

 13. Cho YN, Kee SJ, Kim TJ, Jin HM, Kim MJ, Jung HJ, et al. Mucosal-associated 
invariant T cell deficiency in systemic lupus erythematosus. J Immunol. 
2014;193(8):3891–901.

 14. Miyazaki Y, Miyake S, Chiba A, Lantz O, Yamamura T. Mucosal-associated 
invariant T cells regulate Th1 response in multiple sclerosis. Int Immunol. 
2011;23(9):529–35.

 15. Serriari NE, Eoche M, Lamotte L, Lion J, Fumery M, Marcelo P, et al. Innate 
mucosal-associated invariant T (MAIT) cells are activated in inflammatory 
bowel diseases. Clin Exp Immunol. 2014;176(2):266–74.

 16. Novak J, Dobrovolny J, Brozova J, Novakova L, Kozak T. Recovery of 
mucosal-associated invariant T cells after myeloablative chemotherapy 
and autologous peripheral blood stem cell transplantation. Clin Exp Med. 
2016;16(4):529–37.

 17. Bhattacharyya A, Hanafi LA, Sheih A, Golob JL, Srinivasan S, Boeckh MJ, 
et al. Graft-derived reconstitution of mucosal-associated invariant T Cells 
after allogeneic hematopoietic cell transplantation. Biol Blood Marrow 
Transplant. 2017. https:// doi. org/ 10. 1016/j. bbmt. 2017. 10. 003.

 18. Konuma T, Kohara C, Watanabe E, Takahashi S, Ozawa G, Suzuki K, et al. 
Reconstitution of circulating mucosal-associated invariant T Cells after 
allogeneic hematopoietic cell transplantation: its association with the 
riboflavin synthetic pathway of gut microbiota in cord blood transplant 
recipients. J Immunol. 2020. https:// doi. org/ 10. 4049/ jimmu nol. 19006 81.

 19. Voillet V, Buggert M, Slichter CK, Berkson JD, Mair F, Addison MM, et al. 
Human MAIT cells exit peripheral tissues and recirculate via lymph in 
steady state conditions. JCI Insight. 2018. https:// doi. org/ 10. 1172/ jci. insig 
ht. 98487.

 20. Rowlings PA, Przepiorka D, Klein JP, Gale RP, Passweg JR, Henslee-Downey 
PJ, et al. IBMTR Severity Index for grading acute graft-versus-host 
disease: retrospective comparison with Glucksberg grade. Br J Haematol. 
1997;97(4):855–64.

 21. Patterson TF, Thompson GR, Denning DW, Fishman JA, Hadley S, Herbre-
cht R, et al. Practice guidelines for the diagnosis and management of 
aspergillosis: 2016 update by the infectious diseases society of america. 
Clin Infect Dis. 2016;63(4):e1–60.

 22. Pappas PG, Kauffman CA, Andes DR, Clancy CJ, Marr KA, Ostrosky-Zeich-
ner L, et al. Clinical practice guideline for the management of candidiasis: 
2016 update by the infectious diseases society of america. Clin infect dis. 
2016;62(4):e1-50.

 23. Lee OJ, Cho YN, Kee SJ, Kim MJ, Jin HM, Lee SJ, et al. Circulating mucosal-
associated invariant T cell levels and their cytokine levels in healthy 
adults. Exp Gerontol. 2014;49:47–54.

 24. Rahimpour A, Koay HF, Enders A, Clanchy R, Eckle SB, Meehan B, et al. 
Identification of phenotypically and functionally heterogeneous mouse 
mucosal-associated invariant T cells using MR1 tetramers. J Exp Med. 
2015;212(7):1095–108.

 25. Wong EB, Ndung’u T, Kasprowicz VO. The role of mucosal-associated 
invariant T cells in infectious diseases. Immunology. 2017;150(1):45–54.

 26. Elfeky R, Lazareva A, Qasim W, Veys P. Immune reconstitution following 
hematopoietic stem cell transplantation using different stem cell sources. 
Expert Rev Clin Immunol. 2019;15(7):735–51.

 27. Gao M-G, Hong Y, Zhao X-Y, Pan X-A, Sun Y-Q, Kong J, et al. The potential 
roles of mucosa-associated invariant T cells in the pathogenesis of gut 
graft-versus-host disease after hematopoietic stem cell transplantation. 
Front Immunol. 2021. https:// doi. org/ 10. 3389/ fimmu. 2021. 720354.

 28. Kawaguchi K, Umeda K, Hiejima E, Iwai A, Mikami M, Nodomi S, et al. 
Influence of post-transplant mucosal-associated invariant T cell recovery 
on the development of acute graft-versus-host disease in allogeneic 
bone marrow transplantation. Int J Hematol. 2018. https:// doi. org/ 10. 
1007/ s12185- 018- 2442-2.

 29. Napier RJ, Adams EJ, Gold MC, Lewinsohn DM. The role of mucosal 
associated invariant T cells in antimicrobial immunity. Front Immunol. 
2015;6:344.

 30. Magenau J, Runaas L, Reddy P. Advances in understanding the pathogen-
esis of graft-versus-host disease. Br J Haematol. 2016;173(2):190–205.

 31. Yong YK, Saeidi A, Tan HY, Rosmawati M, Enstrom PF, Batran RA, et al. 
Hyper-expression of PD-1 Is associated with the levels of exhausted and 
dysfunctional phenotypes of circulating CD161(++)TCR iValpha7 2(+) 
mucosal-associated invariant T cells in chronic hepatitis B virus infection. 
Front Immunol. 2018. https:// doi. org/ 10. 3389/ fimmu. 2018. 00472.

 32. Huang W, He W, Shi X, Ye Q, He X, Lang D, et al. Mucosal-associated invari-
ant T-cells are severely reduced and exhausted in humans with chronic 
HBV infection. J Viral Hepat. 2020. https:// doi. org/ 10. 1111/ jvh. 13341.

 33. Keir ME, Butte MJ, Freeman GJ, Sharpe AH. PD-1 and its ligands in toler-
ance and immunity. Annu Rev Immunol. 2008;26:677–704.

 34. Blazar BR, Carreno BM, Panoskaltsis-Mortari A, Carter L, Iwai Y, Yagita H, 
et al. Blockade of programmed death-1 engagement accelerates graft-
versus-host disease lethality by an IFN-gamma-dependent mechanism. J 
Immunol. 2003;171(3):1272–7.

 35. Krammer PH, Arnold R, Lavrik IN. Life and death in peripheral T cells. Nat 
Rev Immunol. 2007;7(7):532–42.

 36. Zhang M, Ming S, Gong S, Liang S, Luo Y, Liang Z, et al. Activation-
induced cell death of mucosal-associated invariant T Cells IS amplified by 
OX40 in Type 2 diabetic patients. J Immunol. 2019;203(10):2614–20.

 37. Magalhaes I, Pingris K, Poitou C, Bessoles S, Venteclef N, Kiaf B, et al. 
Mucosal-associated invariant T cell alterations in obese and type 2 dia-
betic patients. J Clin Investig. 2015;125(4):1752–62.

 38. Sattler A, Thiel LG, Ruhm AH, Bergmann Y, Dornieden T, Choi M, et al. 
Mucosal associated invariant T cells are differentially impaired in tolerant 
and immunosuppressed liver transplant recipients. Am J Transplant. 2020. 
https:// doi. org/ 10. 1111/ ajt. 16122.

 39. Renand A, Habes S, Mosnier JF, Auble H, Judor JP, Vince N, et al. Immune 
alterations in patients with type 1 autoimmune hepatitis persist 
upon standard immunosuppressive treatment. Hepatol Communi. 
2018;2(8):968–81.

 40. Lamichhane R, Galvin H, Hannaway RF, de la Harpe SM, Munro F, Tyndall 
JD, et al. Type I interferons are important co-stimulatory signals during 
T cell receptor mediated human MAIT cell activation. Eur J Immunol. 
2020;50(2):178–91.

 41. van Wilgenburg B, Scherwitzl I, Hutchinson EC, Leng T, Kurioka A, Kulicke 
C, et al. MAIT cells are activated during human viral infections. Nat Com-
mun. 2016;7:11653.

 42. Tang X, Zhang S, Peng Q, Ling L, Shi H, Liu Y, et al. Sustained IFN-I stimula-
tion impairs MAIT cell responses to bacteria by inducing IL-10 during 
chronic HIV-1 infection. Sci Adv. 2020. https:// doi. org/ 10. 1126/ sciadv. 
aaz03 74.

 43. Kumar Singh P, Kashyap A, Silakari O. Exploration of the therapeutic 
aspects of Lck: a kinase target in inflammatory mediated pathological 
conditions. Biomed Pharmacother. 2018;108:1565–71.

 44. Eggensperger S, Tampe R. The transporter associated with anti-
gen processing: a key player in adaptive immunity. Biol Chem. 
2015;396(9–10):1059–72.

 45. O’Shea JJ, Husa M, Li D, Hofmann SR, Watford W, Roberts JL, et al. Jak3 and 
the pathogenesis of severe combined immunodeficiency. Mol Immunol. 
2004;41(6–7):727–37.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1016/j.bbmt.2017.10.003
https://doi.org/10.4049/jimmunol.1900681
https://doi.org/10.1172/jci.insight.98487
https://doi.org/10.1172/jci.insight.98487
https://doi.org/10.3389/fimmu.2021.720354
https://doi.org/10.1007/s12185-018-2442-2
https://doi.org/10.1007/s12185-018-2442-2
https://doi.org/10.3389/fimmu.2018.00472
https://doi.org/10.1111/jvh.13341
https://doi.org/10.1111/ajt.16122
https://doi.org/10.1126/sciadv.aaz0374
https://doi.org/10.1126/sciadv.aaz0374

	Mucosal-associated invariant T cells predict increased acute graft-versus-host-disease incidence in patients receiving allogeneic hematopoietic stem cell transplantation
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusions: 

	Background
	Methods
	Patients and controls
	Flow cytometry analysis and MAIT cell sorting
	In vitro functional analysis
	RNA-seq
	Study definition and statistical analysis

	Results
	Patient and transplantation characteristics
	Mobilization characteristics of MAIT cells in grafts
	Factors affecting the reconstitution of MAIT cells post allogeneic HCT
	Higher MAIT cells proportion in grafts predicted higher risk of aGVHD
	Impaired circulating MAIT cell reconstitution was associated with increased risk of aGVHD
	Function evaluation of MAIT cells in aGVHD recipients
	Transcriptional profile indicated IFN-α response of MAIT cells after HCT

	Discussion
	Conclusions
	Acknowledgements
	References




