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Background
Ovarian cancer (OC) is the most lethal malignancy in 
women, with a 5-year survival rate of 30% [1]. Most 
patients are diagnosed with advanced OC at their first 
visit, as patients with early stage OC have no obvious 
symptoms. Maximal cytoreductive surgery followed by 
platinum-based combination chemotherapy is the stan-
dard treatment for OC. Although more than 80% of 
patients achieve complete remission after the standard 
treatment, recurrence within 2 years owing to chemo-
resistance is common and severely affects their progno-
sis [2]. Therefore, the mechanism of platinum resistance 
in OC warrants exploration and is essential for the 
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Abstract
Background  Circular RNAs (circRNAs) are involved in the regulation of progression and drug resistance in ovarian 
cancer (OC). In the present study, we aimed to explore the role of circRAD23B, a newly identified circRNA, in the 
regulation of carboplatin-resistant OC.

Methods  CircRAD23B expression levels were measured using qRT-PCR. The biological roles of circRAD23B were 
analysed using CCK-8, colony formation, EDU, flow cytometry, and cell viability assays. RNA pull-down and luciferase 
assays were used to investigate the interactions of circRAD23B with mRNAs and miRNAs.

Results  CircRAD23B was significantly increased in carboplatin-resistant OC tissues. CircRAD23B promoted 
proliferation and reduced sensitivity to carboplatin in cell lines and patient-derived organoids (PDOs), consistent with 
in vivo findings. Mechanistically, circRAD23B acted as a molecular sponge, abrogating its inhibitory effect on Y-box 
binding protein 1 (YBX1) by adsorbing miR-1287-5p. Rescue experiments confirmed that the pro-proliferation and 
carboplatin resistance mediated by circRAD23B was partially reversed by the upregulation of miR-1287-5p.

Conclusions  Our results demonstrated, for the first time, the role of the circRAD23B/miR-1287-5p/YBX1 axis in OC 
progression and carboplatin resistance in cell lines, PDOs, and animal models, providing a basis for the development 
of targeted therapies for patients with OC.
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discovery of reliable diagnostic markers and development 
of new treatments to overcome chemoresistance.

The role of non-coding RNAs (ncRNAs) in OC has 
gradually been revealed in recent years [3]. miRNAs and 
long non-coding RNAs (lncRNAs) play important roles 
in promoting OC malignancy and inducing platinum 
resistance [4–6]. Research on circular RNAs(circRNAs), 
a newly discovered ncRNA type, is still in its infancy in 
terms of its association with tumour proliferation and 
platinum resistance [7–9]. CircRNAs are linked by a 
covalent bond to form a closed loop structure which is 
highly insensitive to nucleases and has strong stability 
[10]. Increasing evidence has reported that circRNAs 
play an important role in regulating gene expression at 
transcriptional and post-transcriptional levels [11]. The 
main established mechanisms include sponging of miR-
NAs [12], transcriptional regulation [13], scaffolding 
or sponging of proteins [14], interaction with mRNAs 
[15] and translation of proteins [16]. Among them, 
miRNA sponges are widely believed to be the dominant 
regulators.

Recently, the functions of circRNAs in cancer develop-
ment and progression have attracted increasing attention. 
Evidence has demonstrated that many circRNAs contrib-
ute to cancer hallmarks such as limitless proliferation, 
tissue invasion and metastasis, sustained angiogenesis 
and tumour-promoting inflammation [17, 18]. Some cir-
cRNAs have been shown to regulate OC cell proliferation 
[19], metabolism [20], epithelial-mesenchymal transition 
[21] and drug resistance [22]; thus, they are thought to 
be potential biomarkers or therapeutic targets [23, 24]. 
However, the effect of circRNAs on OC progression and 
drug resistance remains unclear.

Among the different genes of circRNAs, RAD23B is a 
notable one in cancer research. It is the parental gene of 
hsa_circ_0087855 and hsa_circ_0087862 and is highly 
expressed in a variety of tumours and contributes to 
the malignant biological phenotype [25–27]. Although 
RAD23B is known to promote tumorigenesis and pro-
gression in non-small cell lung [28], oesophageal [29] 
and colorectal cancers [30], its function in OC remains 
unknown. In this study, we aimed to investigate the role 
of circRAD23B in OC.

Methods
Clinical sample collections
OC tissues from 76 cases were resected from Jiangsu 
Provincial People’s Hospital (the First Affiliated Hospital 
of Nanjing Medical University), within the Department 
of Gynaecology. Tissues were frozen in liquid nitrogen 
and stored in a freezer at -80 °C. None of the patients in 
this study received OC-related treatment before surgery. 
Patients who relapsed within 12 months after the end of 
first-line chemotherapy were assigned to the drug-resis-
tant group, and those who relapsed after > 12 months 
were assigned to the sensitive group. All participants 
provided written informed consent, and the study was 
approved by the Ethics Committee of Jiangsu Provincial 
People’s Hospital. Correlations between the clinicopath-
ological characteristics of the 76 patients with OC are 
shown in Table 1.

Organoid preparation
The procedure for preparing patient-derived organoids 
(PDOs) was based on a previously reported protocol [31]. 
Fresh tumour tissue samples were sliced into 1–2  mm 
slices, blood was rinsed with ice-cold PBSCaMg free, and as 
much fat and necrotic tissue were removed as possible. 
Appropriate tissue-embedded frozen sections were col-
lected, and the rest of the samples were digested with 
DNase II (D-4693, Sigma, MA) at 37 °C for 30 min. The 
supernatant was collected after discarding the undigested 
tissue pieces, filtered through a 40  μm cell sieve, and 
single cells were washed with washing buffer to obtain 
organoid glands. Primary organoids were embedded in 
70% Matrigel, and growth medium was added to 48-well 
plates. Organoids were replaced with fresh medium every 
three days and passaged every to 2–3 weeks.

Cell culture
Human OC cells (Ovcar3, HO8910, A2780, HEY) and 
normal ovarian epithelial cells were cultured in RPMI 
− 1640 medium with 10% foetal bovine serum (Gibco, 
Grand Island, NY, USA) and 1% penicillin/streptomycin 
(Procell, Wuhan, China) at 37 °C in a 5% CO2 incubator.

Table 1  The relationship between carboplatin resistance and clinicopathologic features of patients with OC
Characteristics Resistant Sensitive P value
n 42 34

Age, mean ± SD 58.905 ± 7.0635 59.941 ± 5.5919 0.488

circRAD23B expression, median (IQR) 0.055635 (0.031743, 0.068631) 0.034036 (0.010424, 0.050689) 0.008

Stage, n (%) 0.659

Stage2 5 (6.6%) 2 (2.6%)

Stage3 26 (34.2%) 22 (28.9%)

Stage4 11 (14.5%) 10 (13.2%)

Patients’ weight, median (IQR)(Kg) 51 (47, 62) 56.5 (52.25, 63.5) 0.136
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RNA extraction and qRT-PCR
Total RNA was extracted from OC tissues and cells using 
an animal RNA isolation kit (Beyotime, Shanghai, China) 
according to the manufacturer’s protocols. The con-
centration and quality of the RNA were detected using 
a NanoDrop spectrophotometer (ND-100, Thermo). 
cDNA was prepared using the HiScript Q RT SuperMix 
for qPCR (Vazyme, China). miRNAs were reverse tran-
scribed using the miRNA 1st Strand cDNA Synthesis Kit 
(stem-loop) MR101 (Vazyme, China). qRT-PCR was per-
formed using ChamQ Universal SYBR qPCR Master Mix 
Q711 (Vazyme, China). The following primer sequences 
were used:

CircRAD23B (divergent primers).
Forward primer 5ʹ ​A​C​A​C​C​T​G​C​A​T​C​C​A​T​C​A​C​T​C​C 3ʹ.
Reverse primer 5ʹ ​A​G​T​G​A​T​G​G​A​T​G​C​A​G​G​T​G​T​G​G 3ʹ.
CircRAD23B (convergent primers).
Forward primer 5ʹ ​A​C​A​A​C​T​C​A​G​C​A​G​T​C​A​G​C​T​C​C 3ʹ.
Reverse primer 5ʹ ​A​G​T​G​A​T​G​G​A​T​G​C​A​G​G​T​G​T​G​G 3ʹ.
miR-1287-5p.
Forward primer 5ʹ ​G​C​G​G​T​G​C​T​G​G​A​T​C​A​G​T​G​G 3ʹ.
Reverse primer 5ʹ ​C​A​G​T​G​C​A​G​G​G​T​C​C​G​A​G​G​T​A​T 3ʹ.
U6.
Forward primer 5ʹ ​G​C​T​T​C​G​G​C​A​G​C​A​C​A​T​A​T​A​C​T​A​A​

A​A​T 3ʹ.
Reverse primer 5ʹ ​C​G​C​T​T​C​A​C​G​A​A​T​T​T​G​C​G​T​G​T​C​A​

T 3ʹ.
GAPDH.
Forward primer 5ʹ ​T​A​T​G​A​T​G​A​C​A​T​C​A​A​G​A​A​G​G​T​G​

G​T 3ʹ.
Reverse primer 5ʹ ​T​G​T​A​G​C​C​A​A​A​T​T​C​G​T​T​G​T​C​A​T​A​

C 3ʹ.
YBX1.
Forward primer 5ʹ ​T​A​G​A​C​G​C​T​A​T​C​C​A​C​G​T​C​G​T​A​G 

3ʹ.
Reverse primer 5ʹ ​A​T​C​C​C​T​C​G​T​T​C​T​T​T​T​C​C​C​C​A​C 3ʹ.

Agarose gel electrophoresis and RNA stability test
Circular and linear RAD23B transcripts were ampli-
fied using divergent and convergent primers for OC 
cDNA and gDNA, respectively. The PCR products were 
subjected to agarose gel electrophoresis. OC cells were 
treated with 1  mg/mL actinomycin D solution (MCE, 
New Jersey, USA). Cells were collected at specific time 
points (0, 3, 6, and 9 h). Total RNA was extracted from 
OC cells, treated with RNase R, and incubated for 15 min 
at 37  °C. Subsequently, qRT-PCR was performed to 
detect the expression of RAD23B and circRAD23B.

Lentiviral, plasmid, and oligonucleotide transfection
Lentiviral vectors containing pLV-circRAD23B, sh-cir-
cRAD23B, or negative controls were purchased from 
ViGene Biosciences (Shandong, China). MiR-1287-5p 
mimic and biotin-miR-1287-5p probes were obtained 

from RiboBio (Guangzhou, China). Transfection was per-
formed using Lipofectamine 3000 (Invitrogen) according 
to the manufacturer’s instructions. After 48  h of trans-
fection, real-time PCR was performed to determine the 
transfection efficiency in each group of cells. Stable cell 
lines and PDOs were obtained via puromycin screening.

Western blotting
Proteins were extracted using a lysis buffer, separated 
by SDS-polyacrylamide gel electrophoresis and trans-
ferred onto PVDF membranes (Thermo Fisher Scien-
tific, Waltham, MA, USA). Primary antibodies were 
hybridised overnight at 4  °C, and secondary antibod-
ies were immunoblotted to obtain blot images. Primary 
antibodies against YBX1 (A7704, Abclonal) and GAPDH 
(AC001, Abclonal) were used.

RNA fluorescence in situ hybridization (FISH)
FISH was performed according to the manufacturer’s 
instructions. Cy3-labelled circRAD23B probe and Fam-
labelled miR-1287-5p were designed and synthesised by 
RiboBio (Guangzhou, China). Signal detection and image 
acquisition were achieved using a Leica SP5 confocal 
microscope (Leica Microsystems).

RNA pull-down
Biotin-labelled miR-1287-5p and control probes were 
obtained from RiboBio (Guangzhou, China). The bio-
tinylated miRNA probe was mixed with Dynabeads 
M-280 Streptavidin (Thermo Fisher Scientific) for 2 h at 
room temperature. OC cells were lysed in 150–200 µL of 
RIPA buffer at 0 °C for 20 min, and then incubated with 
probe-coated beads overnight at 4  °C. The cells were 
then washed with lysis buffer. Finally, the bound RNA 
was purified, and qRT-PCR was performed to detect the 
abundance of circRAD23B and YBX1.

Colony formation, cell proliferation and EDU assays
Five hundred cells per plate were analysed for colony 
formation in 6-well plates. Two weeks later, cells were 
stained with 0.1% crystal violet and fixed in ethanol 
for 30  min. Cell colonies were counted and analysed. 
Cell proliferation was measured using the CCK-8 assay 
(Vazyme, China). Fifteen hundred cells were inoculated 
into 96-well plates, and 10 µL CCK-8 solution was added 
to each well and incubated with the cells for 2  h. Cell 
numbers were determined at specific time points (days 
1, 2, 3, 4, and 5) by measuring the absorbance (450 nm). 
EDU assays were performed using the Cell-Light EDU 
DNA Cell Proliferation Kit (RiboBio, Guangzhou, China). 
Ten thousand cells were seeded into each well of a 
96-well plate. Cells were incubated in 50 µM EDU solu-
tion for 2 h and then fixed in 4% paraformaldehyde and 
stained with Apollo staining solution. The nucleic acids 
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inside the cells were stained with Hoechst 33,342. Images 
were obtained using a microscope (Olympus, Tokyo, 
Japan).

Flow cytometry
HO8910 and A2780 were treated with 20 µM carbopla-
tin, and cells were collected after 48 h and rinsed twice 
with PBSCaMg free. Cells were stained using the Annexin 
V-FITC/propidium iodide (PI) Apoptosis Detection Kit 
(#556,547; BD Biosciences) according to the manufac-
turer’s protocol, and apoptotic cells were detected using 
flow cytometry.

Cell viability
After 48  h incubation of organoids in 48-well plates, 
carboplatin 1-100 µM was added to the organoids for 
another 2 days. CellTiter-Glo® Luminescent Cell Viability 
Assay (G7570, Promega, Wisconsin) was used to detect 
cell viability. The IC50 values were calculated for several 
organoids after assessing their viability using an enzyme 
marker. Organoids were stained using a cyto3D Live-
Dead Assay kit (BM01, Well Bioscience, NJ, USA). Live 
and dead cells were labelled green and red, respectively, 
and photographed using a fluorescence microscope.

Haematoxylin-eosin (HE) and immunohistochemical (IHC) 
staining
The organoids were washed with ice-cold PBSCaMg free, 
digested with cell recovery solution (354,253, Corning, 
NY), and centrifuged. After fixing with 4% paraformal-
dehyde (P0099; Beyotime, Shanghai, China), the organ-
oids were dehydrated in a 30% sucrose solution for 24 h 
and embedded in O.C.T ice gel (4583; Solarbio, Beijing, 
China) for sectioning. The sections were treated with 
xylene and graded ethanol, followed by antigen repair 
with citrate buffer (P0081; Beyotime), organoid per-
meabilization, and blocking. The nuclei were stained 
with DAPI (C1002, Beyotime) after addition of the cor-
responding primary antibody and fluorescently labelled 
secondary antibody. After fixing the slides with neutral 
resin, they were photographed and observed under a 
fluorescence microscope. Primary antibodies against 
PANCK (26411-1-AP, Proteintech), PAX8 (10336-1-
AP, Proteintech), WT-1(A2446, ABclonal), P53 (A0263, 
ABclonal), and Ki67 (A20018, ABclonal) were used. 
HE and IHC staining were performed using Servicebio 
(Wuhan, China).

Mouse xenograft model
All experiments were approved by the Animal Care and 
Use Committee of the Jiangsu Provincial People’s Hospi-
tal. The Declaration of Helsinki was used as a principle 
for animal research. Female BALB/c nude mice of age 
5 weeks were purchased from the Department of the 

Experimental Animal Centre of Nanjing Medical Uni-
versity. We subcutaneously injected 5 × 106 transfected 
cells with 100 µL into nude mice. Detection tests for 
subcutaneous tumours were performed once per week 
and collected after four weeks. Tumour size was mea-
sured regularly with digital callipers, and the formula for 
tumour volume detection was V = 0.5 × length × width2.

RNA sequencing
Total RNA was extracted from cells using an RNA extrac-
tion kit (RC101-01; Vazyme, China). Libraries were gen-
erated using an RNA library preparation kit (E7530L, 
NEB, NY, USA) and sequenced on the PE150 platform 
(UW Genetics, Shenzhen, China). After downloading 
and cleaning the raw data, sequences were compared 
using the HISAT2 package, and differential gene analysis 
was performed using the Deseq2 package with a thresh-
old of P < 0.05 and |log2FC|>1 for the screening of genes 
for further analysis.

Statistical analysis
Data were expressed as mean ± standard deviation (SD). 
Clinicopathological results were analysed using an 
unpaired t-test or Pearson χ2 test. Differences between 
groups were analysed using Student’s t-test or one-
way ANOVA. All statistical analyses were performed 
using SPSS (version 20.0) (IBM, Armonk, NY, USA) and 
GraphPad Prism (version 7.0). P values less than 0.05 
were considered statistically significant.

Results
CircRAD23B was upregulated in OC tissues and cells
Sanger sequencing was performed to determine the 
characteristics of circRAD23B. CircRAD23B (circBase 
ID: hsa_circ_0087855) was derived from exons to 2–4 
of RAD23B and formed a full-length circular transcript 
of 431 bp, consistent with the results of Sanger sequenc-
ing (Fig. 1A). qRT-PCR confirmed that circRAD23B was 
upregulated in HO8910, A2780, and HEY cells compared 
to its expression in the normal cells (Fig.  1B). In addi-
tion, actinomycin D treatment did not impact the half-
life of circRAD23B as much it impacted that of RAD23B 
mRNA (Fig. 1C). Next, divergent and convergent primers 
were designed to identify the properties of circRAD23B 
(Fig.  1D). CircRAD23B was shown to have a nonlinear 
structure because RNase R did not affect its expression 
(Fig.  1E) and was preferentially expressed in the cyto-
plasm, as indicated by FISH (Fig. 1F) and nuclear extrac-
tion assays (Fig. 1G). To further evaluate the clinical value 
of circRAD23B, we examined circRAD23B expression in 
OC samples. CircRAD23B was significantly increased in 
the carboplatin-resistant group (Fig.  1H) and negatively 
correlated with the overall survival of patients with OC 
(Fig.  1I). Finally, we constructed a clinical prediction 
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Fig. 1  Characteristics of circRAD23B in ovarian cancer. (A) The schematic diagram of circRAD23B (hsa-circ-0087855) arose from exon 2,3,4 of the RAD23B 
gene. The sequence of hsa-circ-0087855 in circBase was consistent with the result of Sanger sequencing. (B) The expression level of circRAD23B in dif-
ferent ovarian cancer cells. (C) The RNA level of circRAD23B and RAD23B was examed at four time pionts after the treament of Actinomycin D in HO8910 
and A2780 cell lines. (D) The divergent primers detected circRAD23B in cDNA but not in gDNA, GAPDH was used as a negative control. (E) The stability 
of circRAD23B was not affected by RNase R in HO8910 and A2780 cell lines. (F) Immunofluorescence assay showed that circRAD23B was localized in the 
cytoplasm. (G) RNA nucleoplasmic separation assay showed that circRAD23B was mainly distributed in the cytoplasm, and U6 and GAPDH were used 
as positive controls for the nucleus and cytoplasm, respectively. (H) Relative expression of circRAD23B in carboplatin-sensitive and -resistant patients. (I) 
The overall survival analysis in patients with different circRAD23B level. (J) Nomogram containing common clinicopathological factors and circRAD23B 
expression in ovarian cancer patients. Graph represents mean ± SD; *p < 0.05, and ***p < 0.001
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model based on the expression of circRAD23B, patients’ 
age, and OC stage to predict the prognosis of patients 
with OC (Fig. 1J).

CircRAD23B promoted the progression of OC and induced 
carboplatin resistance in cells
To identify the role of circRAD23B in OC, pLV-cir-
cRAD23B and sh-circRAD23B cells were transfected 
with HO8910 and A2780 cells (Fig.  2A). Upon overex-
pression or knockdown of circRAD23B, the prolifera-
tive capacity of HO8910 and A2780 cells increased or 
decreased, respectively (Fig. 2B). The size and number of 
clones decreased after circRAD23B knockdown, whereas 
the opposite trend was observed after circRAD23B over-
expression (Fig.  2C,D). EDU experiments further con-
firmed that overexpression of circRAD23B accelerated 
tumour growth, whereas knockdown of circRAD23B 
inhibited tumour growth in OC cells (Fig.  2E,F). To 
investigate the relationship between circRAD23B and 
carboplatin resistance in OC, we measured cell apopto-
sis by flow cytometry after 48 h of treatment with 20 µM 
carboplatin. As expected, the proportion of apoptotic 
cells in pLV-circRAD23B-transfected cells was notably 
decreased, whereas that in sh-circRAD23B-transfected 
cells was markedly increased (Fig. 2G). The IC50 value of 
carboplatin in sh-circRAD23B cells was much lower than 
that in pLV-circRAD23B cells, which was consistent with 
the flow cytometry findings (Fig. 2H).

CircRAD23B promoted the progression of OC and induced 
carboplatin resistance in PDOs
To better simulate tumour growth in vivo, we established 
PDOs from fresh ovarian tumour tissue. Immunofluo-
rescence (IF) of the molecular markers PAX8/PANCK/
WT-1/P53 and HE staining verified that PDOs recapitu-
lated the heterogeneity and histological phenotype of 
the primary tissues (Fig.  3A). The GFP signal indicated 
that the lentiviruses were successfully transfected into 
organoids to control the expression of circ-RAD23B 
(Fig. 3B). After 7 days, the proliferation rate was greatly 
increased in pLV-circRAD23B transfected PDOs but was 
reduced in sh-circRAD23B transfected PDOs (Fig.  3C). 
Immunohistochemistry of Ki67 in PDOs also demon-
strated that pLV-circRAD23B transfected PDOs exhib-
ited greater proliferative capacity than sh-circRAD23B 
transfected PDOs (Fig.  3D). After adding 40 µM carbo-
platin for 48 h in PDOs, the sh-circRAD23B transfected 
PDOs underwent significant disintegration and a large 
number of apoptotic cells were observed in the stromal 
gel, while the pLV-circRAD23B transfected PDOs were 
able to maintain the complete cystic structure (Fig. 3E). 
As detected by red fluorescence, apoptotic cells were 
more in sh-circRAD23B transfected PDOs than in pLV-
circRAD23B transfected PDOs (Fig.  3F). The IC50 value 

of sh-circRAD23B transfected PDOs was lower than 
that of pLV-circRAD23B transfected PDOs (Fig.  3G). 
Overall, circRAD23B was shown to enhance carbopla-
tin resistance in PDOs, and knockdown of circRAD23B 
increased the sensitivity of PDOs to carboplatin.

CircRAD23B acted as a sponge of miR-1287-5p to regulate 
YBX1 expression
Querying the circRNADb database revealed that cir-
cRAD23B does not encode a protein [32]. To determine 
the pathway through which circRAD23B promotes OC 
cell proliferation and drug resistance, we performed 
RNA-seq (Fig.  4A). After circRAD23B knockdown, 179 
and 132 genes were upregulated and downregulated, 
respectively, in HO8910 cells (|log2foldchange|>1,P<0.05; 
Table S1). Among the downregulated genes, YBX1 
ranked the highest (Fig. 4B). Knockdown or overexpres-
sion of circRAD23B resulted in the corresponding down-
regulation or up-regulation of mRNA and protein levels 
of YBX1 (Fig.  4C,D), which confirmed our hypothesis. 
Combining the CircInteractome [33] and starBase data-
bases [34], We found that circRAD23B may regulate 
YBX1 by binding to miR-1287-5p (Fig. 4E). The binding 
sites of circRAD23B, miR-1287-5p, and YBX1 are shown 
in Fig.  4F. Luciferase reporter assays were performed 
to validate the direct binding of circRAD23B to miR-
1287-5p. Overexpression of miR-1287-5p in HO8910 
and A2780 cells greatly reduced the luciferase activity of 
the reporter gene containing the wild-type circRAD23B 
sequence but had no effect on the luciferase activity of 
the circRAD23B reporter gene containing the mutant 
miR-1287-5p binding site (Fig.  4G). In addition, com-
pared to the biotin-labelled mutant miR-1287-5p, wild-
type miR-1287-5p captured more circRAD23B and YBX1 
mRNA in circRAD23B overexpressing OC cells (Fig. 4H), 
indicating that miR-1287-5p binds to circRAD2B or 
YBX1 mRNA. Furthermore, a luciferase reporter gene 
assay revealed the direct binding of miR-1287-5p and 
YBX1 mRNA (Fig. 4I), and the FISH assay showed the co-
localisation of circRAD23B and miR-1287-5p in the cyto-
plasm (Fig. 4J).

CircRAD23B/miR-1287-5p/YBX1 axis regulated 
proliferation and carboplatin resistance of OC
Because miR-1287-5p binds directly to circRAD23B and 
YBX1 mRNA, we next explored their regulatory rela-
tionships. Through qRT-PCR and western blotting, the 
expression of YBX1 was found to be reduced when miR-
1287-5p was overexpressed but could be rescued after 
circRAD23B overexpression (Fig. 5A,B). Further in vitro 
functional assays confirmed that miR-1287-5p overex-
pression inhibited tumour proliferation, and this effect 
was diminished by the overexpression of circRAD23B 
(Fig.  5C-F). Flow cytometry and IC50 values suggested 
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Fig. 2  Functions of circRAD23B in ovarian cancer cells. (A) qRT-PCR was used to verify the successfully establishment of circRAD23B overexpression and 
knockdown cell lines. (B) CCK-8 assay in HO8910 and A2780 cells transfected with circRAD23B shRNAs or pLV-circRAD23B. (C) Representative images of 
colony formation. (D) Statistical analysis of colony formation. (E) Representative images of EDU exprements. (F) Statistical analysis of EDU exprements. 
Red represents EDU staining, blue represents DAPI staining. (G) Apopotosis rate was analysed by flow cytometry after carboplatin treatment. (H) The IC50 
of carboplatin in HO8910 and A2780 cells transfected with circRAD23B shRNAs or pLV-circRAD23B. Graph represents mean ± SD; *p < 0.05, **p < 0.01, and 
***p < 0.001
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Fig. 3  Functions of circRAD23B in patient-derived organoids (PDOs). (A) Immunofluorescence staining of primary tumours and PDOs, scale = 25 μm. (B) 
Organoids were transfected with sh-circRAD23B(or NC) and pLV-circRAD23B(or vector). (C) The size of organoids was observed in brightfield at different 
time pionts, scale = 25 μm. (D) Immunohistochemistry of Ki67 in PDOs. (E) Morphological changes of PDOs under 40 µM carboplatin pressure for 48 h. The 
red arrow indicates apoptotic cells, scale = 25 μm. (F) Organoids stained for cell viability/death; live cells are green, while dead cells are red. (G) IC50 values 
were determined to assess sensitivity of various organoids to carboplatin

 



Page 9 of 14Wang et al. Cancer Cell International           (2024) 24:42 

Fig. 4  CircRAD23B acted as a sponge to regulate YBX1 expression. (A) Volcano map displaying upregulated and downregulated genes after knock down 
circRAD23B. (B) Heat plot showing the differentially expressed genes between sh-NC and sh-circRAD23B groups. (C, D) qRT-PCR and western blotting 
assay were performed to detect expression of YBX1. (E) Venn diagram showing the overlap of downstream miRNAs of circRAD23B predicted by the Cir-
cInteractome database and miRNAs predicted by starBase to regulate YBX1. (F) The binding sequence of miR-1287-5p to YBX1 mRNA and circRAD23B. 
(G) Luciferase intensity in HO8910 and A2780 cells co-transfected with luciferase reporter containing with wild-type or mutated circRAD23B-miR-1287-5p 
binding sequences and the mimics of miR-1287-5p or control. (H) The expression levels of circRAD23B and YBX1 mRNA were tested by qRT-PCR after pull-
down with biotin-labeled wild-type or mutant miR-1287-5p in HO8910 and A2780 cells. (I) Luciferase intensity in HO8910 and A2780 cells co-transfected 
with luciferase reporter containing with wild-type or mutated YBX1 3’UTR-miR-1287-5p binding sequences and the mimics of miR-1287-5p or control. 
(J) Immunofluorescence assay for elaborating the relationship between circRAD23B and miR -  1287-5p, scale = 25  μm. Graph represents mean ± SD; 
**p < 0.01, and ***p < 0.001
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Fig. 5  CircRAD23B/miR-1287-5p/YBX1 axis regulated proliferation and carboplatin resistance of ovarian cancer. (A) The expression of YBX1 mRNA in dif-
ferent transfected ovarian cancer cell lines. (B) The expression of YBX1 protein in different transfected ovarian cancer cell lines. (C) Representative images 
of colony formation. (D) Statistical analysis of colony formation. (E) CCK-8 assay in HO8910 and A2780 cells transfected with pLV-circRAD23B, vector, miR-
1287-5p mimics and pLV-circRAD23B + miR-1287-5p mimics. (F) Representative images of EDU exprements and statistical analysis of EDU exprements. 
Red represents EDU staining, blue represents DAPI staining. (G) Apopotosis rate was analysed by flow cytometry after carboplatin treatment. (H) The IC50 
of carboplatin in HO8910 and A2780 cells transfected with pLV-circRAD23B, vector, miR-1287-5p mimics and pLV-circRAD23B + miR-1287-5p mimics. 
Graph represents mean ± SD; **p < 0.01, and ***p < 0.001
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that the miR-1287-5p mimic enhanced carboplatin sen-
sitivity, whereas pLV-circRAD23B partially attenuated 
carboplatin sensitivity in OC (Fig.  5G, H). Our results 

demonstrate the function of the circRAD23B/miR-
1287-5p/YBX1 axis in the development and chemoresis-
tance of OC.

Fig. 6  Effect of circRAD23B on tumour growth in vivo. (A, C) Excised tumours were collected at specified time pionts. (B, D) HE staining and immuno-
chemistry of Ki67 in xenografted tumours. (E) Ki67 level of organoids derived from xenografted tumours. (F) The pattern diagram of circRAD23B /miR-
1287-5p/YBX1 axis in the progression and chemoresistance of ovarian cancer. Graph represents mean ± SD; **p < 0.01, and ***p < 0.001
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CircRAD23B promoted tumour development in vivo
Finally, we evaluated the effect of circRAD23B on tumor-
igenesis of OC cells in nude mice. Tumour cells trans-
fected with either pLV-circRAD23B or sh-circRAD23B 
were transplanted into mice and collected on day 28. 
Consistent with our in vitro findings, tumours trans-
fected with pLV-circRAD23B grew much faster than 
those transfected with sh-circRAD23B (Fig.  6A,C). 
Immunohistochemistry showed that the fraction of 
Ki67 positive nuclei was increased in pLV-circRAD23B 
tumours and decreased in circRAD23B knockdown 
tumours (Fig. 6B,D). Organoids were derived from xeno-
graft tumours and cultured in vitro. Overexpression or 
knockdown of circRAD23B in xenograft-derived organ-
oids also resulted in enhanced or diminished proliferative 
capacity, respectively (Fig. 6E). The graphical summary of 
this study is shown in Fig. 6F.

Discussion
In the present study, circRAD23B was found to be sta-
bly expressed in the cytoplasm of OC cells, markedly 
increased in drug-resistant tissues and associated with 
poor prognosis. Further, in vitro functional assays dem-
onstrated that circRAD23B promotes proliferation and 
enhances carboplatin resistance in OC cells. Overexpres-
sion or knockdown of circRAD23B promotes or attenu-
ates tumour proliferation, respectively, in vivo. Overall, 
circRAD23B was identified as a novel therapeutic target 
for OC treatment.

Notably, we employed a PDO model to evaluate cir-
cRNA functions in OC. Patient-derived organoids have 
been one of the extraordinary achievements of 3D cellu-
lar models in the past decades and could recapitulate the 
biological behaviour of primary tissues in many cancers, 
especially in terms of drug sensitivity [35]. In this study, 
we established OC carcinoids using freshly resected OC 
tumour tissues. CircRAD23B was knocked down or over-
expressed by lentiviral transfection in OC carcinoids and 
promoted OC carcinoid proliferation and chemoresis-
tance. To our knowledge, this is the second study explor-
ing the functions of circRNAs in an organoid model. Yang 
et al. overexpressed circRNAs in organoids but evaluated 
their proliferation rate only by observing their morpho-
logical changes [36]. In the present study, in addition to 
recording the morphology of apoptotic organoids under 
carboplatin stress, we also calculated the exact ratio of 
surviving and apoptotic cells by fluorescent staining and 
assessed their proliferative capacity by Ki67 immunohis-
tochemical staining, all of which were helpful in compre-
hensively demonstrating the effect of circRNAs on the 
organoids and had a greater preclinical value.

Molecular sponges of circRNAs have been widely 
reported as the most dominant way to regulate down-
stream mRNA expression [37, 38]. In the present study, 

we searched for possible candidate downstream mRNAs 
of circRAD23B by RNA-seq and found that YBX1 pre-
sented the largest differential fold change after knock-
down of circRAD23B, which is a reported tumour 
promoter and chemoresistance inducer in OC [39–41]. 
Therefore, we hypothesised that circRAD23B functions 
by regulating YBX1. In our study, hsa-miR-1287-5p 
downregulated YBX1 by directly binding to its 3’ UTR, 
while circRAD23B indirectly upregulated YBX1 through 
the adsorption of hsa-miR-1287-5p, resulting in accel-
erated tumour proliferation and increased carboplatin 
resistance. YBX1, an extremely important transcription 
factor and RNA-binding protein, is involved in the regu-
lation of various tumours [42]. For instance, circFAT1(e2) 
inhibits gastric cancer progression by targeting miR-
548  g in the cytoplasm and interacting with YBX1 in 
the nucleus [43]. Several recent studies have shown that 
YBX1 acts as a circRNA-binding protein. CircRNA-
SORE binds to YBX1 and enhances protein stability [44]. 
Another circRNA ACTN4 recruits YBX1 to activate 
transcription [45], while circIPO7 induces YBX1 nuclear 
localization [46]. Our results showed that circRNAs reg-
ulate YBX1 by acting as molecular sponges, providing 
directions for an in-depth study of the regulatory net-
work of YBX1.

Conclusions
This study showed that circRAD23B promotes pro-
liferation and carboplatin resistance in OC cells and 
organoids. Mechanistically, circRAD23B abrogated the 
negative regulation of YBX1 by adsorbing miR-1287-5p, 
thereby increasing the protein level of YBX1. Thus, our 
study contributes to a better understanding of the molec-
ular mechanisms underlying the development of OC and 
drug resistance and provides a promising therapeutic 
approach for circRNA-targeted OC treatment.

Abbreviations
circRNAs	� Circular RNAs
HE	� Haematoxylin-eosin
OC	� Ovarian cancer
PDOs	� Patient-derived organoids
SD	� Standard deviation 
YBX1	� Y-box binding protein 1

Supplementary Information
The online version contains supplementary material available at https://doi.
org/10.1186/s12935-024-03228-1.

Supplementary Material 1

Acknowledgements
We thank all members of the Cheng’s laboratory for their advice and technical 
assistance.

https://doi.org/10.1186/s12935-024-03228-1
https://doi.org/10.1186/s12935-024-03228-1


Page 13 of 14Wang et al. Cancer Cell International           (2024) 24:42 

Author contributions
Authors Wenjun Cheng designed the project. Authors Hui Wang, Yashuang 
Zhang and Huixian Miao contributed on data analysis and prepared the main 
manuscript. All authors reviewed the manuscript.

Funding
This work was supported by the National Nature Science Foundation of China 
(81872119) and the Postgraduate Research & Practice Innovation Program of 
Jiangsu Province (SJCX21_0622).

Data availability
The data used to support the findings of this study are available from the 
corresponding author upon request.

Declarations

Ethics approval and consent to participate
This study was approved by the Ethics Committee of The First Affiliated 
Hospital of Nanjing Medical University and in conformity with the Declaration 
of Helsinki of the World Medical Association. All patients signed written 
informed consent.

Competing interests
The authors declared no potential conflicts of interest with respect to the 
research, authorship, and/or publication of this article.

Received: 4 November 2023 / Accepted: 15 January 2024

References
1.	 Siegel RL, Miller KD, Fuchs HE, Jemal A. Cancer statistics, 2022. CA Cancer J 

Clin. 2022;72(1):7–33.
2.	 Odunsi K. Immunotherapy in ovarian cancer. ANN ONCOL. 

2017;28(suppl8):i1–i7.
3.	 Yang L, Wilusz JE, Chen LL. Biogenesis and Regulatory roles of Circular RNAs. 

Annu Rev Cell Dev Biol. 2022;38:263–89.
4.	 You Q, Shi HY, Gong CF, Tian XY, Li S. Long non-coding RNA DLX6-AS1 acts as 

an oncogene by targeting miR-613 in ovarian cancer. Eur Rev Med Pharmacol 
Sci. 2020;24(16):8243.

5.	 Yang M, Zhai Z, Guo S, Li X, Zhu Y, Wang Y. Long non-coding RNA FLJ33360 
participates in ovarian cancer progression by sponging miR-30b-3p. Onco 
Targets Ther. 2019;12:4469–80.

6.	 Chen Y, Cui Z, Wu Q, Wang H, Xia H, Sun Y. Long non-coding RNA HOXA11-AS 
knockout inhibits proliferation and overcomes drug resistance in ovarian 
cancer. Bioengineered. 2022;13(5):13893–905.

7.	 Wu M, Qiu Q, Zhou Q, Li J, Yang J, Zheng C, Luo A, Li X, Zhang H, Cheng X, 
et al. circFBXO7/miR-96-5p/MTSS1 axis is an important regulator in the wnt 
signaling pathway in ovarian cancer. MOL CANCER. 2022;21(1):137.

8.	 Gan X, Zhu H, Jiang X, Obiegbusi SC, Yong M, Long X, Hu J. CircMUC16 pro-
motes autophagy of epithelial ovarian cancer via interaction with ATG13 and 
miR-199a. MOL CANCER. 2020;19(1):45.

9.	 Zhang Z, Zhu H, Hu J. CircRAB11FIP1 promoted autophagy flux of ovarian 
cancer through DSC1 and miR-129. CELL DEATH DIS. 2021;12(2):219.

10.	 Chen L, Shan G. CircRNA in cancer: fundamental mechanism and clinical 
potential. CANCER LETT. 2021;505:49–57.

11.	 Ghafouri-Fard S, Najafi S, Hussen BM, Basiri A, Hidayat HJ, Taheri M, Rashnoo 
F. The role of circular RNAs in the carcinogenesis of bladder Cancer. FRONT 
ONCOL. 2022;12:801842.

12.	 Shi X, Yang J, Liu M, Zhang Y, Zhou Z, Luo W, Fung KM, Xu C, Bronze MS, 
Houchen CW et al. Circular RNA ANAPC7 Inhibits Tumor Growth and Muscle 
Wasting via PHLPP2-AKT-TGF-beta Signaling Axis in Pancreatic Cancer. GAS-
TROENTEROLOGY 2022, 162(7):2004–2017.

13.	 Gu Y, Wang Y, He L, Zhang J, Zhu X, Liu N, Wang J, Lu T, He L, Tian Y, et al. 
Circular RNA circIPO11 drives self-renewal of liver cancer initiating cells via 
hedgehog signaling. MOL CANCER. 2021;20(1):132.

14.	 Liu Z, Gu S, Wu K, Li L, Dong C, Wang W, Zhou Y. CircRNA-DOPEY2 enhances 
the chemosensitivity of esophageal cancer cells by inhibiting CPEB4-medi-
ated Mcl-1 translation. J Exp Clin Cancer Res. 2021;40(1):361.

15.	 Rossi F, Beltran M, Damizia M, Grelloni C, Colantoni A, Setti A, Di Timoteo G, 
Dattilo D, Centron-Broco A, Nicoletti C, et al. Circular RNA ZNF609/CKAP5 
mRNA interaction regulates microtubule dynamics and tumorigenicity. MOL 
CELL. 2022;82(1):75–89.

16.	 Fan X, Yang Y, Chen C, Wang Z. Pervasive translation of circular RNAs driven 
by short IRES-like elements. NAT COMMUN. 2022;13(1):3751.

17.	 Najafi S. Circular RNAs as emerging players in cervical cancer tumorigen-
esis; a review to roles and biomarker potentials. INT J BIOL MACROMOL. 
2022;206:939–53.

18.	 Hua Q, Liu Y, Li M, Li X, Chen W, Diao Q, Ling Y, Jiang Y. Upregulation of 
Circ_0035266 contributes to the malignant progression of inflammation-
Associated Malignant transformed cells Induced by Tobacco-Specific 
Carcinogen NNK. TOXICOL SCI. 2022;189(2):203–15.

19.	 Zhang M, Xu Y, Zhang Y, Li B, Lou G. Circular RNA circE2F2 promotes malig-
nant progression of ovarian cancer cells by upregulating the expression of 
E2F2 protein via binding to HuR protein. CELL SIGNAL. 2021;84:110014.

20.	 Wang S, Li Z, Zhu G, Hong L, Hu C, Wang K, Cui K, Hao C. RNA-binding protein 
IGF2BP2 enhances circ_0000745 abundancy and promotes aggressiveness 
and stemness of ovarian cancer cells via the microRNA-3187-3p/ERBB4/PI3K/
AKT axis. J OVARIAN RES. 2021;14(1):154.

21.	 Wang H, Zhang X, Qiao L, Wang H. CircRNA circ_0000554 promotes ovarian 
cancer invasion and proliferation by regulating miR-567. Environ Sci Pollut 
Res Int. 2022;29(13):19072–80.

22.	 Li H, Luo F, Jiang X, Zhang W, Xiang T, Pan Q, Cai L, Zhao J, Weng D, Li Y 
et al. CircITGB6 promotes ovarian cancer cisplatin resistance by resetting 
tumor-associated macrophage polarization toward the M2 phenotype. J 
IMMUNOTHER CANCER 2022, 10(3).

23.	 Ge L, Sun Y, Shi Y, Liu G, Teng F, Geng Z, Chen X, Xu H, Xu J, Jia X. Plasma 
circRNA microarray profiling identifies novel circRNA biomarkers for the 
diagnosis of ovarian cancer. J OVARIAN RES. 2022;15(1):58.

24.	 Sun S, Fang H. Curcumin inhibits ovarian cancer progression by regulating 
circ-PLEKHM3/miR-320a/SMG1 axis. J OVARIAN RES. 2021;14(1):158.

25.	 Li J, Tian L, Jing Z, Guo Z, Nan P, Liu F, Zou S, Yang L, Xie X, Zhu Y, et al. Cyto-
plasmic RAD23B interacts with CORO1C to synergistically promote colorectal 
cancer progression and metastasis. CANCER LETT. 2021;516:13–27.

26.	 Wang J, Liu R, Mo H, Xiao X, Xu Q, Zhao W. Deubiquitinase PSMD7 promotes 
the proliferation, invasion, and cisplatin resistance of gastric cancer cells by 
stabilizing RAD23B. INT J BIOL SCI. 2021;17(13):3331–42.

27.	 Linge A, Maurya P, Friedrich K, Baretton GB, Kelly S, Henry M, Clynes M, 
Larkin A, Meleady P. Identification and functional validation of RAD23B as 
a potential protein in human breast cancer progression. J PROTEOME RES. 
2014;13(7):3212–22.

28.	 Han W, Wang L, Zhang L, Wang Y, Li Y. Circular RNA circ-RAD23B promotes 
cell growth and invasion by miR-593-3p/CCND2 and miR-653-5p/TIAM1 
pathways in non-small cell lung cancer. Biochem Biophys Res Commun. 
2019;510(3):462–6.

29.	 Lan X, Liu X, Sun J, Yuan Q, Li J. CircRAD23B facilitates proliferation and inva-
sion of esophageal cancer cells by sponging miR-5095. Biochem Biophys Res 
Commun. 2019;516(2):357–64.

30.	 Han B, Wang X, Yin X. Knockdown of circRAD23B exerts Antitumor Response 
in Colorectal Cancer via the regulation of miR-1205/TRIM44 axis. Dig Dis Sci. 
2022;67(2):504–15.

31.	 Kopper O, de Witte CJ, Lohmussaar K, Valle-Inclan JE, Hami N, Kester L, 
Balgobind AV, Korving J, Proost N, Begthel H, et al. An organoid platform for 
ovarian cancer captures intra- and interpatient heterogeneity. NAT MED. 
2019;25(5):838–49.

32.	 Chen X, Han P, Zhou T, Guo X, Song X, Li Y. circRNADb: a comprehensive 
database for human circular RNAs with protein-coding annotations. Sci Rep. 
2016;6:34985.

33.	 Dudekula DB, Panda AC, Grammatikakis I, De S, Abdelmohsen K, Gorospe M. 
CircInteractome: a web tool for exploring circular RNAs and their interacting 
proteins and microRNAs. RNA BIOL. 2016;13(1):34–42.

34.	 Li JH, Liu S, Zhou H, Qu LH, Yang JH. starBase v2.0: decoding miRNA-ceRNA, 
miRNA-ncRNA and protein-RNA interaction networks from large-scale CLIP-
Seq data. NUCLEIC ACIDS RES. 2014;42(Database issue):D92–7.

35.	 Sun H, Wang H, Wang X, Aoki Y, Wang X, Yang Y, Cheng X, Wang Z, Wang X. 
Aurora-A/SOX8/FOXK1 signaling axis promotes chemoresistance via sup-
pression of cell senescence and induction of glucose metabolism in ovarian 
cancer organoids and cells. THERANOSTICS 2020, 10(15):6928–6945.

36.	 Wang X, Chen T, Li C, Li W, Zhou X, Li Y, Luo D, Zhang N, Chen B, Wang L, et al. 
CircRNA-CREIT inhibits stress granule assembly and overcomes doxorubicin 
resistance in TNBC by destabilizing PKR. J HEMATOL ONCOL. 2022;15(1):122.



Page 14 of 14Wang et al. Cancer Cell International           (2024) 24:42 

37.	 Bai N, Peng E, Qiu X, Lyu N, Zhang Z, Tao Y, Li X, Wang Z. circFBLIM1 act as a 
ceRNA to promote hepatocellular cancer progression by sponging miR-346. J 
Exp Clin Cancer Res. 2018;37(1):172.

38.	 Cheng H, Wang N, Tian J, Li Y, Ren L, Shi Z. Circular RNA Circ_0025033 
promotes the evolvement of Ovarian Cancer through the regulation of miR-
330-5p/KLK4 Axis. CANCER MANAG RES. 2020;12:2753–65.

39.	 Basaki Y, Hosoi F, Oda Y, Fotovati A, Maruyama Y, Oie S, Ono M, Izumi H, Kohno 
K, Sakai K, et al. Akt-dependent nuclear localization of Y-box-binding protein 
1 in acquisition of malignant characteristics by human ovarian cancer cells. 
Oncogene. 2007;26(19):2736–46.

40.	 Li Y, Zhang L, Zhao Y, Peng H, Zhang N, Bai W. MEG3 sponges miRNA-376a 
and YBX1 to regulate angiogenesis in ovarian cancer endothelial cells. Heli-
yon. 2023;9(2):e13204.

41.	 Gao W, Chen L, Lin L, Yang M, Li T, Wei H, Sha C, Xing J, Zhang M, Zhao S et al. 
SIAH1 reverses chemoresistance in epithelial ovarian cancer via ubiquitina-
tion of YBX-1. ONCOGENESIS 2022, 11(1):13.

42.	 Mordovkina D, Lyabin DN, Smolin EA, Sogorina EM, Ovchinnikov LP, Eliseeva I. 
Y-Box binding proteins in mRNP Assembly, translation, and Stability Control. 
Biomolecules 2020, 10(4).

43.	 Fang J, Hong H, Xue X, Zhu X, Jiang L, Qin M, Liang H, Gao L. A novel circular 
RNA, circFAT1(e2), inhibits gastric cancer progression by targeting miR-548 g 

in the cytoplasm and interacting with YBX1 in the nucleus. CANCER LETT. 
2019;442:222–32.

44.	 Xu J, Ji L, Liang Y, Wan Z, Zheng W, Song X, Gorshkov K, Sun Q, Lin H, Zheng 
X, et al. CircRNA-SORE mediates sorafenib resistance in hepatocellular carci-
noma by stabilizing YBX1. Signal Transduct Target Ther. 2020;5(1):298.

45.	 Chen Q, Wang H, Li Z, Li F, Liang L, Zou Y, Shen H, Li J, Xia Y, Cheng Z, et al. Cir-
cular RNA ACTN4 promotes intrahepatic cholangiocarcinoma progression by 
recruiting YBX1 to initiate FZD7 transcription. J HEPATOL. 2022;76(1):135–47.

46.	 Hong X, Li Q, Li J, Chen K, He Q, Zhao Y, Liang Y, Zhao Y, Qiao H, Liu N, et al. 
CircIPO7 promotes Nasopharyngeal Carcinoma Metastasis and Cisplatin 
Chemoresistance by facilitating YBX1 Nuclear localization. CLIN CANCER RES. 
2022;28(20):4521–35.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in 
published maps and institutional affiliations.


	﻿CircRAD23B promotes proliferation and carboplatin resistance in ovarian cancer cell lines and organoids
	﻿Abstract
	﻿Background
	﻿Methods
	﻿Clinical sample collections
	﻿Organoid preparation
	﻿Cell culture
	﻿RNA extraction and qRT-PCR
	﻿Agarose gel electrophoresis and RNA stability test
	﻿Lentiviral, plasmid, and oligonucleotide transfection
	﻿Western blotting
	﻿RNA fluorescence in situ hybridization (FISH)
	﻿RNA pull-down
	﻿Colony formation, cell proliferation and EDU assays
	﻿Flow cytometry
	﻿Cell viability
	﻿Haematoxylin-eosin (HE) and immunohistochemical (IHC) staining
	﻿Mouse xenograft model
	﻿RNA sequencing
	﻿Statistical analysis

	﻿Results
	﻿CircRAD23B was upregulated in OC tissues and cells
	﻿CircRAD23B promoted the progression of OC and induced carboplatin resistance in cells
	﻿CircRAD23B promoted the progression of OC and induced carboplatin resistance in PDOs
	﻿CircRAD23B acted as a sponge of miR-1287-5p to regulate YBX1 expression
	﻿CircRAD23B/miR-1287-5p/YBX1 axis regulated proliferation and carboplatin resistance of OC
	﻿CircRAD23B promoted tumour development in vivo

	﻿Discussion
	﻿Conclusions
	﻿References


