
R E V I E W Open Access

© The Author(s) 2024. Open Access  This article is licensed under a Creative Commons Attribution 4.0 International License, which permits use, 
sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the original author(s) and 
the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the material. If material is not included 
in the article’s Creative Commons licence and your intended use is not permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/. The 
Creative Commons Public Domain Dedication waiver (http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available 
in this article, unless otherwise stated in a credit line to the data.

Yu et al. Cancer Cell International          (2024) 24:157 
https://doi.org/10.1186/s12935-024-03329-x

is attributed to the presence of cancer stem cells (CSCs) 
[2, 3].

CSCs were first detected in leukemia and later iden-
tified in various solid tumors such as breast, prostate, 
lung, pancreatic, and colorectal cancers, among others 
[4]. CSCs comprise a rare cell subpopulation with stem-
like properties, including self-renewal, unlimited prolif-
eration, multidirectional differentiation, invasion, and 
metastasis. As CSCs are rare and have few known spe-
cific biomarkers, their elimination remains challenging. 
The therapeutic resistance of CSCs can be attributed to 
their unique intrinsic cell molecular biology and extrin-
sic tumor microenvironment (TME). Moreover, meta-
bolic reprogramming in CSCs and its influence on their 
fate determination is attracting growing attention. Unlike 
non-CSCs and parental cancer cells, CSCs rely on their 
unique metabolic pathways for survival. It is now under-
stood that glucose, amino acid, and fatty acid metabolism 
are all crucial for the survival of CSCs.

Interestingly, the metabolism of trace elements also 
plays a role in various biological processes of CSCs. Zinc 
has been demonstrated to potentiate the tumorigenic 

Introduction
Although a wide range of anticancer treatments have 
emerged, from established interventions like surgery, 
radiotherapy, and chemotherapy to newer approaches 
like neoadjuvant therapy, targeted therapy, and immu-
notherapy, the global burden of cancer remains substan-
tial. Notably, cancer persists as the second leading cause 
of death worldwide, emphasizing the need for further 
therapeutic advancements [1]. Meanwhile, numerous 
reports have demonstrated that cancer treatment failure 
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Abstract
Cancer stem cells (CSCs), with their ability of self-renewal, unlimited proliferation, and multi-directional 
differentiation, contribute to tumorigenesis, metastasis, recurrence, and resistance to conventional therapy and 
immunotherapy. Eliminating CSCs has long been thought to prevent tumorigenesis. Although known to negatively 
impact tumor prognosis, research revealed the unexpected role of iron metabolism as a key regulator of CSCs. 
This review explores recent advances in iron metabolism in CSCs, conventional cancer therapies targeting iron 
biochemistry, therapeutic resistance in these cells, and potential treatment options that could overcome them. 
These findings provide important insights into therapeutic modalities against intractable cancers.
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capacity of CSCs. This process is tightly regulated by a 
network of proteins involved in cellular zinc homeosta-
sis, with the SLC39 (Zrt- and Irt-like proteins/ZIP) family 
playing a key role in zinc influx. Notably, ZIP4, a recently 
identified marker for ovarian CSCs [5], has been reported 
to exhibit elevated expression in pancreatic cancer as 
well. Furthermore, studies suggest that ZIP4 promotes 
CSCs stemness, including enhanced invasion, metasta-
sis, and resistance to chemotherapy [6]. In addition, it has 
been reported that the high level of zinc in breast CSCs 
directly enhances tumorigenicity [7]. Manganese (Mn), 
an essential dietary element for intracellular activities, 
can participate in the synthesis of Mn superoxide dis-
mutase (MnSOD) as a cofactor, enhancing cell migra-
tion, invasion, sphere formation, and colony formation, 
and improving the expression of stem cell markers in 
tongue squamous cell carcinoma [8, 9]. Calcium has also 
been reported to play a role in the biological processes 
of CSCs. Calcium channels on the plasma membrane, 
including ligand-gated channels (LGC), store-operated 
channels (SOC), and voltage-operated channels (VOC), 
positively correlate with stemness [10]. Recent studies 
have highlighted the significant role of iron metabolism 
in CSCs, suggesting it is a promising new target for can-
cer treatment [11, 12]. This review summarizes how iron 
metabolism contributes to CSCs resistance and explores 
novel therapeutic approaches to target these cells.

Cancer stem cells
Biological characteristics
Cancer stem cells constitute a special tumor cell sub-
population that drives tumor initiation, metastasis, and 
recurrence [13]. However, they account for only 0.01–
2% of the total tumor volume [4]. While various surface 
markers have been reported for separation and identifi-
cation of CSCs, including CD44, CD24, CD166, aldehyde 
dehydrogenase (ALDH), and epithelial cell adhesion mol-
ecule (EpCAM) [14], it is the unique combination of their 
biological properties that presents a major obstacle to 
effective therapy (Fig. 1).

Self-renewal and unlimited proliferation
CSCs possess the unique capability of self-renewal 
through both symmetrical and asymmetrical cell divi-
sion. The latter involves generating two daughter cells: 
one that retains the ability to self-renew and another that 
undergoes differentiation. Symmetrical division, on the 
other hand, produces two identical daughter cells with 
unlimited proliferative potential [15]. This combination 
of self-renewal mechanisms and indefinite proliferation 
enables CSCs to drive tumorigenesis and maintain tumor 
mass [16]. Lapidot et al. reported that stem cells isolated 
from patients with acute myelogenous leukemia (AML) 

could form new tumors in severe combined immunodefi-
ciency (SCID) mice [4].

Multidirectional differentiation
CSCs have been described as a class of pluripotent cancer 
cells that reside at the apex of the hierarchical tree. These 
cells possess the ability to differentiate into non-stem 
cancer cells, leading to phenotypic and functional het-
erogeneity within the tumor. CSCs-derived tumor xeno-
grafts exhibit marked cytological diversity, highlighting 
how their multidirectional differentiation contributes to 
both tumorigenesis and cancer progression [17, 18].

Invasion and metastasis
Metastasis, a multi-step process involving invasion, 
intravasation, dissemination through circulation, 
extravasation, reactivation, and colonization, presents a 
major challenge in cancer management [19]. Unlike pri-
mary tumors that are often localized and treatable with 
surgery and/or radiation, metastasis is systemic and 
spreads throughout the body. Only metastatic stem cells 
(MetSCs) survive this rigorous process and are capable of 
initiating new tumor formation, infiltrating host tissues, 
and further metastasis [20]. Pang et al. demonstrated 
that isolated CD26+ CSCs exhibit enhanced abilities for 
metastasis, invasion, and resistance to chemotherapy, 
ultimately leading to distant liver metastasis [21].

Other properties
CSCs exhibit robust chemotherapy and radiotherapy 
resistance due to several factors, including strong ATP-
binding cassette (ABC) transporter-mediated multidrug 
resistance (MDR), abundant endogenous antioxidant 
and detoxification pathways, upregulation of anti-apop-
totic proteins, enhanced DNA damage repair capability 
(DDR), and reversible quiescence [22–28].

Maintenance of CSCs stemness
CSCs are thought to be the seeds of certain malignant 
tumor behaviors. CSCs are regulated by a complex, 
interwoven network of intracellular transcription factors 
(TFs) and signaling pathways as well as extracellular fac-
tors, such as vascular niches, hypoxia, cancer-associated 
fibroblasts, the extracellular matrix (ECM), and exo-
somes. Metabolic reprogramming has also been impli-
cated in maintaining CSCs stemness [29, 30].

TFs and signaling pathways
CSCs stemness is mainly regulated by Yamanaka factors, 
namely, octamer-binding transcription factor 4 (OCT4), 
SRY (sex-determining region Y)-box 2 (SOX2), Krup-
pel-like factor 4 (KLF4), and myelocytomatosis (MYC). 
Collectively, these are designated as OSKM [31]. It has 
been established that these factors, individually or in 
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combination, regulate CSCs self-renewal and differen-
tiation [32, 33]. Lu et al. reported that Oct4 and Nanog 
knockdown could attenuate the stemness of pancreatic 
CSCs by downregulating the migration-related gene 
CXC motif chemokine receptor 4 (CXCR4) and the inva-
sion-related genes matrix metalloproteinase 2 (MMP2), 
matrix metalloproteinase 9 (MMP9), and tissue inhibitor 
of metalloproteinase (TIMP1). Oct4 and Nanog knock-
down also enhanced pancreatic CSCs chemosensitivity 
by downregulating ATP-binding cassette superfamily G 
member 2 (ABCG2) [34].

Intracellular signaling pathways involved in maintain-
ing CSC stemness include nuclear factor-κB (NF-κB), 
Wnt/β-catenin, Notch, Janus kinase/signal transducer 

and activator of transcription (JAK/STAT), Hedgehog 
(Hh), phosphoinositide 3-kinase/AKT/mammalian target 
of rapamycin (PI3K/AKT/mTOR), transforming growth 
factor-β (TGF-β)/SMAD, and peroxisome proliferator-
activated receptor (PPAR) [35]. Giancotti reported that 
the JAK/STAT3 pathway works synergistically with Wnt/
β-catenin and Notch to induce the stemness TFs SOX2, 
OCT4, and NANOG and, by extension, promote CSCs 
self-renewal and metastasis [36].

Microenvironment
CSCs reside in a specific microenvironment called the 
CSCs niche [37]. This niche comprises the extracellular 
matrix, cytokines, chemokines, growth factors, various 

Fig. 1 Biological characteristics that endue cancer stem cells (CSCs) with therapeutic resistance. CSCs express tissue-specific surface markers such as 
CD44, CD166, CD24, epithelial cell adhesion molecule (EpCAM), and others and can self-renew and differentiate into heterogeneous subpopulations. 
These properties enable CSCs to contribute to tumor recurrence and metastasis. In the G0 phase, CSCs enter a quiescent state in which they are insensi-
tive to the adverse effects of therapeutic stress and the microenvironmental cues and can maintain their stemness. ABCG2 upregulation promotes mul-
tidrug resistance (MDR), and the enhanced DNA damage response (DDR) promotes radiation resistance by upregulating proteins involved in DNA repair 
such as ataxia telangiectasia mutated (ATM), ataxia telangiectasia and Rad3-related (ATR).They are the key sensors of DNA damage, which in turn form 
complexes with poly (ADP-ribose) polymerase 1 (PARP-1), breast cancer susceptibility gene 1 (BRCA1) to phosphorylate checkpoint kinases CHK1/CHK2 
and drive the activation of targeted proteins, including CDC25 family member A (CDC25A), p53, etc. The MRE11-RAD50-NBS1 (MRN) complex, a double-
strand break sensor, is engaged in various DNA damage repair pathways. Hypoxic microenvironment promotes angiogenesis by facilitating the binding of 
hypoxia-inducible factor-1 alpha (HIF-1α) and hypoxia response element (HRE) to induce vascular endothelial growth factor (VEGF) release. CSCs and their 
surrounding cells secrete various chemokines, cytokines, and growth factors including transforming growth factor-beta (TGF-β), matrix metalloproteinase 
2 (MMP2), C-X-C motif chemokine 12 (CXCL12), and others, thereby maintaining the homeostasis of the CSCs niche. Epithelial-mesenchymal transition 
(EMT) activates stem cell-related signaling pathways and enhances stemness. Abbreviations: ROS, reactive oxygen species; OCT4, octamer-binding 
transcription factor 4; SOX2, SRY (sex-determining region Y)-box 2; KLF4, Kruppel-like factor 4; MYC, myelocytomatosis; ABCG2, ATP-binding cassette 
sub-family G member 2
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types of cells surrounding the CSCs (fibroblasts, immu-
nocytes, macrophages, etc.), and acellular components 
like exosomes. It promotes stemness and shields CSCs 
from chemotherapy, immunotherapy, and radiotherapy 
[26]. Growing evidence suggests that CSCs tend to local-
ize to hypoxic and perivascular niches [38, 39].

In glioblastoma (GBM), hypoxia enhances CSCs-medi-
ated immunosuppression by activating the STAT3 path-
way and hypoxia-inducible factor-1 alpha (HIF-1α) and 
hindering T-cell activation [40]. In mucoepidermoid car-
cinoma, it promotes stemness and maintains the mesen-
chymal state by activating the TGF-β and Wnt/β-catenin 
pathways [41]. Meanwhile, in triple-negative breast 
cancer (TNBC) CSCs, it upregulates stemness-related 
transcription factors (c-Myc, Oct4, Klf4, and Sox2) 
and enhances mammosphere formation [42]. Notably, 
hypoxia also stimulates angiogenesis by inducing angio-
genic factors like vascular endothelial growth factor 
(VEGF) [43].

Beck et al. reported that VEGF stimulates angiogen-
esis in a paracrine manner, creating a perivascular niche 
that enhances the self-renewal and differentiation poten-
tial of CSCs derived from skin squamous cell carcinoma 
[44]. Additionally, VEGF induces epithelial-mesenchymal 
transition (EMT) in head and neck cancer cells, promot-
ing their migration and tumorigenicity while enhancing 
their resistance to anoikis [45]. These findings suggest 
that CSCs, like those in hematological and brain malig-
nancies, might reside in vascular niches [46, 47].

Metabolism
Cellular metabolism is not a passive player in stem cell 
lineage commitment but actively determines their fate. 
Metabolic reprogramming and stemness are closely 
linked, with glucose metabolism being the most com-
mon alteration in stem cells [48]. While bulk tumor cells 
rely solely on glycolysis, CSCs exhibit unique metabolic 
flexibility, utilizing both glycolysis and oxidative phos-
phorylation (OXPHOS) depending on the context [49, 
50]. Glycolysis is the preferred pathway for CSCs in naso-
pharyngeal, hepatocellular, breast, lung, and colorectal 
cancers. Upregulation of glycolytic enzymes like glucose 
transporter 1 (GLUT1), hexokinase isoform II (HK II), 
and aldehyde dehydrogenase (ALDH) enhances self-
renewal, tumor initiation, metastasis, and chemo/radio-
therapy resistance in these CSCs [51–54]. However, 
current evidence suggests that CSCs in some cancer lines 
are OXPHOS-dependent [55, 56]. TFs like peroxisome 
proliferator-activated receptor-γ coactivator 1-alpha 
(PGC-1α), the proto-oncogene MYC, and the anti-
apoptotic protein Mcl-1 regulate mitochondrial biogen-
esis and OXPHOS, maintaining breast CSCs stemness by 
inducing stemness markers and mammosphere forma-
tion [57, 58]. Additionally, oncogene ablation-resistant 

pancreatic cancer cells with CSCs-like traits rely on 
OXPHOS for survival [59]. Lipid metabolism also regu-
lates the ability of self-renewal, metastasis, and tumor 
initiation by providing bioenergy through fatty acid oxi-
dation and activating stem cell-related signaling path-
ways [60–65]. Additionally, increased metabolism of 
specific amino acids (e.g., glutamine, lysine, serine, and 
branched-chain amino acids) plays an important role in 
maintaining CSCs stemness [66–69].

However, effective therapies to eradicate cancer stem 
cells remain elusive. Recent research has focused on the 
mechanisms of how iron metabolism is reprogrammed in 
CSCs, with the aim of identifying potential targets for the 
development of efficacious anticancer therapies.

Iron metabolism
Iron metabolism in normal cells
Understanding iron metabolism within cancer stem cells 
requires a foundational knowledge of how this meta-
bolic process functions in normal cells. Iron, an essential 
trace element in humans, plays critical roles in oxygen 
and electron transport, DNA synthesis and repair [70]. 
However, free iron can catalyze the Fenton reaction, 
generating harmful reactive oxygen species (ROS) upon 
interaction with hydrogen peroxide (H2O2). To mitigate 
oxidative stress and DNA damage, normal cells meticu-
lously maintain iron homeostasis through a well-defined 
system encompassing uptake, redistribution, efflux, and 
regulation [71].

Iron uptake
Iron exists in two redox states, namely, oxidized ferric 
iron (Fe3+) and reduced ferrous iron (Fe2+). In a stan-
dard diet, plant-derived inorganic iron (Fe3+) accounts 
for 80–90%, while the remaining 10% is heme iron (Fe2+) 
associated with meat intake [7]. Ingested inorganic iron 
must first be reduced to its ferrous form through ferrire-
ductases, particularly duodenal cytochrome b reductase 
(Dcytb), which may involve other ferrireductases, then 
be transported into enterocytes by divalent metal trans-
porter 1 (DMT1). Within enterocytes, iron is transiently 
collected in the labile iron pool (LIP) and then carried by 
chaperones such as Poly(rC)-binding proteins (PCBPs) 
to locations for storage in ferritin, or exported into the 
circulation by ferroportin (FPN). In plasma, Fe2+ is oxi-
dized to Fe3+ by the ferroxidase hephaestin (HEPH) [52]. 
Transferrin (Tf), a glycoprotein with two high-affinity 
sites for ferric iron, binds to transferrin receptor 1 (TFR1) 
for receptor-mediated endocytosis (see ‘Iron trafficking 
and regulatory mechanisms in CSCs’).

Although most circulating iron is delivered to nor-
mal cells by the transferrin endocytic cycle, non-trans-
ferrin-bound iron (NTBI) occurs when the plasma iron 
level exceeds the iron buffering capacity of transferrin. 
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NTBI is mainly transported into cells by the solute car-
rier SLC39A14 (also called ZIP14) [72] and its para-
logue SLC39A8 (also called ZIP8) [73]. Besides, cells 
can acquire iron bound to hyaluronic acid through the 
receptor CD44 and iron bound to siderophore-lipo-
calin 2 (LCN2) complex through the megalin–cubilin 
endocytic receptors or solute carrier family 22 mem-
ber 17(SLC22A17) pathways [74, 75]. Ferritin present 
in small amounts within serum and other extracellu-
lar fluids represents an alternative iron source for cells. 
Scavenger receptor class A member 5 (SCARA5), T cell 
immunoglobulin and mucin domain-containing pro-
tein 2 (TIM-2), and transferrin receptor 1 (TFR1) can all 
mediate the endocytosis of this ferritin [76]. Additionally, 
heme iron acquisition occurs when macrophages engulf 
and degrade aged or damaged erythrocytes within pha-
golysosomes. This releases heme, which is then trans-
ported out of the phagosome into the cytoplasm by 
HRG1 (also known as SLC48A1). Finally, heme oxygen-
ase 1 (HMOX1) catabolizes heme within the cytoplasm, 
liberating iron ions [77].

Iron redistribution
Following endocytosis of iron-containing cargoes or 
degradation through endolysosomes, iron enters the 
cytosolic labile iron pool (LIP) for redistribution. This 
redistribution involves two main pathways: storage or 
utilization. Iron can be stored in ferritin, either in the 
cytosol or within mitochondria (mitochondrial ferri-
tin, FTMT). Alternatively, it can be transferred into the 
mitochondrial matrix for essential functions like iron-
sulfur (Fe-S) cluster assembly and heme biosynthesis. 
This transfer is facilitated by divalent metal transporter 
1 (DMT1) on the outer mitochondrial membrane and 
mitoferrins 1 and 2 (MFRN1 and MFRN2) on the inner 
membrane [78].

Fe-S cluster biogenesis is an evolutionarily conserved 
and intricate process involving multiple proteins, includ-
ing the ISC core complex (NFS1/ISD11/acyl carrier 
protein (ACP)/ISCU). De novo assembly begins with 
the desulfurase NFS1 converting cysteine to alanine. 
This releases sulfur to the scaffold protein ISCU, form-
ing a [2Fe-2S] cluster through a conformational change, 
potentially activated by frataxin (FXN) [79]. The acces-
sory protein ISD11 stabilizes the key enzyme NFS1 in 
the ISC core complex, ensuring efficient Fe-S cluster 
biogenesis. Interestingly, the mitochondrial acyl-carrier 
protein NDUFAB1 also binds ISD11 within the com-
plex, suggesting potential regulatory roles [80]. Newly 
synthesized [2Fe-2 S] clusters have two fates: they can be 
directly incorporated into target proteins or undergo fur-
ther transformation into [4Fe-4S] clusters. Intriguingly, 
two models explain cytoplasmic Fe-S biogenesis. One 
proposes that extramitochondrial Fe-S proteins rely on 

the mitochondrial ISC machinery to synthesize a sulfur-
containing intermediate (X-S) exported to the cytoplasm 
by the ABC transporter ABCB7 for [4Fe-4S] clusters 
assembly. Alternatively, the other model suggests inde-
pendent de novo synthesis within the cytosol, indepen-
dent of mitochondrial involvement [81]. Heme synthesis 
is a multistep process involving reactions inside and out-
side the mitochondria. It begins with the combination of 
glycine and succinyl-Coenzyme A (succinyl-CoA) to gen-
erate 5-aminolevulinate (ALA) and terminates with iron 
insertion into the protoporphyrin (PPIX) rings by ferro-
chelatase (FECH).

Iron efflux
Besides the most common ferrous iron exporter, ferro-
portin (FPN), other iron export pathways exist. Nuclear 
receptor co-activator 4 (NCOA4)-bound ferritin can be 
released into the extracellular space through either secre-
tory autophagy or endosomal microautophagy. Addition-
ally, heme iron can be exported via the transporter Feline 
Leukemia Virus Subgroup C Receptor 1a (FLVCR1a) or 
other transporters like ABCG2 and ATP-binding cassette 
subfamily C member 5 (ABCC5) [82].

Regulation of iron homeostasis
The iron-responsive element/iron-regulatory protein 
(IRE/IRP) system monitors cellular iron homeostasis 
through posttranscriptional regulation. The key play-
ers in this network are iron-regulatory protein 1 (IRP1, 
encoded by aconitase ACO1) and iron-regulatory pro-
tein 2 (IRP2, encoded by iron-responsive element bind-
ing protein 2 (IREB2)). They bind to iron-responsive 
elements (IREs) located in the mRNAs of various critical 
proteins involved in iron metabolism. These IREs, form-
ing unique stem-loop structures in the 5’ or 3’ untrans-
lated regions (UTRs) of mRNA transcripts, control target 
mRNA translation [77]. Depending on cellular iron lev-
els, IRPs fine-tune the expression of proteins implicated 
in iron import (TFR1, DMT1), storage (ferritin H and L 
subunits), and efflux (FPN). This maintains optimal intra-
cellular iron concentration and protects cells from ferro-
toxicity [83, 84]. When iron is abundant, it binds to IRPs, 
triggering a conformational change. This disrupts the 
IRP-IRE interaction in the 5’-UTR, enabling ferritin and 
FPN biosynthesis, while promoting TfR1 mRNA degra-
dation at the 3’-UTR. When cells are iron deficient, the 
IRPs bind the 5′ IREs in the FPN and ferritin mRNAs, 
inhibiting their translation, and bind the 3′ IREs in the 
TfR1 mRNA to prevent transcripts from endonuclease 
degradation. In this manner, the mRNA half-life is pro-
longed, and translation is promoted. Additionally, IRP2 
is regulated by the ubiquitin ligase leucine-rich repeat 
5 F-box protein (FBXL5), which recruits IRP2 for ubiqui-
tination and degradation by the proteasome when iron is 
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abundant. When iron is deficient, FBXL5 is polyubiquiti-
nated via the E3 ubiquitin-protein ligase HECT domain 
and RCC1-like domain 2 (HERC2), leading to its degra-
dation, and IRP2 accumulation [85, 86].

Alternatively, nuclear receptor coactivator 4 (NCOA4) 
can sense changes in iron content. When iron is deficient, 
NCOA4 mediates autophagy to degrade ferritin (ferri-
tinophagy), releasing iron back into the labile iron pool. 
Conversely, when iron is abundant, NCOA4 is blocked 
from binding ferritin and instead interacts with HERC2, 
leading to NCOA4’s own degradation by the protea-
some, thus allowing ferritin accumulation. Furthermore, 
the Fenton chemistry, involving iron, poses a constant 
threat to cellular redox balance. To protect themselves, 
cells employ various antioxidant measures. The tran-
scription factor nuclear factor erythroid 2-related factor 
2 (Nrf2), activated by oxidative stress, plays a crucial role 

in regulating these defense mechanisms. Under stress, 
Nrf2 translocates to the nucleus and binds to the small 
musculoaponeurotic fibrosarcoma oncogene homologue 
(sMAF), activating antioxidant response elements (AREs) 
in the genes of various iron-related processes, includ-
ing heme oxygenase-1 (HMOX1), SLC40A1, FECH, etc 
[87, 88]. Additionally, the prolyl hydroxylase domain 
(PHD)-hypoxia-inducible factor (HIF) axis regulates iron 
metabolism by influencing dietary iron absorption, eryth-
ropoietin (EPO) production, and hepcidin expression.

Iron trafficking and regulatory mechanisms in CSCs
Intracellular iron accumulation, known as iron addic-
tion, is a metabolic hallmark of CSCs [12, 89–91]. Under-
standing iron trafficking and regulatory mechanisms in 
CSCs is crucial for developing effective targeted antican-
cer therapies (Fig. 2).

Fig. 2 Iron metabolism in CSCs compared to non-CSCs. CSCs express proteins implicated in iron trafficking and are distinguished from non-CSCs (red ar-
rows). CSCs promote ROS generation and regulate epigenetic reprogramming to maintain stemness by accumulating intracellular iron.The innate CD44/
hyaluronate (Hyal) pathway promotes iron endocytosis while the upregulation of the xCT/GSH/GPX4 pathway and NRF2 renders CSCs resistant to oxida-
tive damage. Abbreviations: CD44v, CD44 variant isoform; TF, transferrin; GPX4, glutathione peroxidase 4; GSH, glutathione; ALDH, aldehyde dehydroge-
nase; Cys, cystine; Glu, glutamate; DMT1, divalent metal transporter 1; FPN, ferroportin; GPX4, glutathione peroxidase 4; IRE/IRP system, iron-responsive 
element/iron regulatory protein system; NRF2, nuclear factor erythroid 2-related factor 2; ROS, reactive oxygen species; System Xc-, cystine/glutamic acid 
transporter; STEAP3, six epithelial transmembrane antigens of the prostate 3; Mfrn1, mitoferrin-1; FECH, ferrochelatase; Abcb10, ATP-binding cassette 
subfamily B member 10; TFR1, transferrin receptor 1; ARE, antioxidant response element; TET, The ten-eleven translocation proteins; ALKBH5, alkylation 
protein AlkB homolog 5; KDM4A, Lysine-specific demethylase 4 A
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Physiologically, most circulating iron binds to transfer-
rin and its receptor TFR1, triggering membrane invagina-
tion and endosome formation. The declining pH within 
the endosome prompts Tf to release Fe3+, which is then 
reduced to Fe2+ by six-transmembrane epithelial anti-
gen of prostate 3 (STEAP3). Subsequently, DMT1 trans-
locates Fe2+ from the endosome to the cytosol [92, 93]. 
Xiao et al. reported the elevated TFR1 protein in CSCs 
derived from hepatocellular carcinoma. Notably, TFR1 
knockdown or iron chelation not only downregulated 
stemness markers CD44 and CD133 but also reduced 
G1/G0 phase cells and repressed colony formation [94]. 
Interestingly, CD133 knockdown significantly enhanced 
Tf/TFR1 endocytosis, suggesting an iron-dependent 
regulation [95]. The transmembrane glycoprotein CD44, 
a recognized CSCs marker, mediates hyaluronate-depen-
dent iron endocytosis, with its transcription regulated 
by iron-catalyzed histone demethylation. Therefore, the 
CD44/hyaluronate (Hyal) pathway represents a potent 
alternative for maintaining iron homeostasis in CSCs 
[96]. Collectively, these findings highlight how enhanced 
iron uptake contributes to CSCs expansion and stemness 
maintenance.

The protein ATP-binding cassette subfamily B mem-
ber 10 (ABCB10) resides within the inner mitochondrial 
membrane and forms a complex with two other proteins, 
FECH and Mfrn1. This complex functions synergistically 
to incorporate iron into protoporphyrin IX (PPIX) during 
heme biosynthesis and also participates in the biogenesis 
of iron-sulfur (Fe-S) clusters within the mitochondria 
[97–100]. Interestingly, studies have shown that in breast 
and prostate cancers, ABCB10 protein levels are reduced 
through post-transcriptional mechanisms. This downreg-
ulation leads to an accumulation of iron within the mito-
chondria, as well as enhanced stemness and increased 
differentiation characteristics in cancer stem cells [101, 
102].

The cytoplasmic iron storage protein ferritin sequesters 
intracellular iron in a non-toxic form. Composed of 24 
subunits, including ferritin heavy chain (FHC) and ferri-
tin light chain (FTL) subtypes, it maintains cellular redox 
homeostasis [103]. 3D spheres (SPHs) derived from chol-
angiocarcinoma and glioblastoma stem cells showed 
upregulation of ferritin protein, suggesting increased iron 
demand and dependence. Ferritin may enable CSCs to 
contend with excess free iron and its associated oxidative 
stress by sequestering iron ions. Additionally, it may reg-
ulate cell cycle progression through the STAT3-FOXM1 
axis and serve as a negative prognostic factor for GBM 
[104, 105]. Meanwhile, the labile iron pool reacts with 
H2O2 through Fenton chemistry, generating highly reac-
tive hydroxyl radicals (OH•). This reaction contributes 
to the regulation of lung CSCs phenotypes, including 
enhancing spheroid formation, increasing invasiveness, 

and upregulating the stemness biomarker ABCG2 [106]. 
Importantly, an increase in intracellular iron content 
promotes the metastasis of ovarian CSCs by inducing 
interleukin-6 (IL-6) biosynthesis and facilitating STAT3 
phosphorylation and nuclear translocation [107–109].

Ferroportin, the main route for ferrous iron export, is 
negatively regulated by the peptide hormone hepcidin 
(HAMP). It has been established that HAMP induces 
internalization and degradation of FPN, thereby inhib-
iting Fe2+ transport [110, 111]. Basuli et al. reported an 
iron-retention profile in ovarian CSCs where FPN was 
downregulated while TFR1 was upregulated, both regu-
lated by c-Myc. This suggested that ovarian CSCs were 
sensitive to iron chelation. Using a conditional doxycy-
cline-driven promoter (FPN-tet-on), they upregulated 
FPN and significantly reduced tumor number, mass, and 
metastatic area [107]. Similarly, Wang et al. observed 
HAMP upregulation and FPN downregulation in ovar-
ian CSCs, with both factors synergistically increasing 
intracellular iron levels. Exposure to the iron chelator 
deferoxamine (DFO) significantly reduced the stemness-
related transcription factors Nanog and Sox2, mammo-
sphere formation, and the CD44+/CD133+ and ALDH+ 
SK-OV-3 ovarian cancer cell subpopulations [112].

Cellular iron homeostasis is primarily maintained 
by the IRE/IRP regulatory network. IRPs bind to iron 
response elements (IREs) located in the untranslated 
regions (UTRs) of mRNAs, thereby regulating iron 
uptake, storage, utilization, and efflux. Rychtarcikova 
et al. reported that reduced cytosolic iron-sulfur (Fe-S) 
clusters activated the IRE/IRP system, leading to upreg-
ulated ACO1 expression, increased iron uptake, and 
decreased iron storage in breast and prostate CSCs [101]. 
Conversely, IRP activity decreases in the presence of 
sufficient metabolically available iron [104]. These find-
ings suggest that CSCs are characterized by high intra-
cellular iron loading and dependence. Moreover, NRF2 
and its target genes were highly expressed in CD44+/
CD24− breast cancer cells, ALDH+ ovarian cancer cells, 
and CD133+ colon cancer cells [113]. NRF2 not only 
promotes the expression of antioxidant proteins such as 
forkhead box protein O3 (FOXO3), but also maintains 
the stemness of cancer cells by upregulating transcription 
factors such as Notch, Hedgehog, and β-catenin.

Iron metabolism and EMT in CSCs
Cancer cell plasticity allows cells to undergo revers-
ible shifts between distinct states, gaining new features. 
Epithelial-mesenchymal plasticity (EMP), including both 
epithelial-mesenchymal transition (EMT) and mesen-
chymal-epithelial transition (MET), contributes to CSCs 
generation and maintenance, tumor initiation, progres-
sion, metastasis, and therapeutic resistance [114–116]. 
EMT is a complex but coordinated cellular program 
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where epithelial cells lose their polarity and detach, 
acquire mesenchymal-like phenotypes, become invasive, 
and migrate through the ECM [117, 118]. This process 
is regulated by various factors, including extracellular 
stimuli like cytokines, inflammation, and hypoxia, cell 
adhesion through integrins, and intracellular signaling 
pathways such as Notch, Hedgehog, Wnt/β-catenin, and 
transcription factors like SNAIL, TWIST, and ZEB.

Through the aforementioned regulatory networks, 
EMT can generate cells exhibiting stemness-like prop-
erties. Mani et al. discovered that ectopic Twist or Snail 
expression, or exposure to TGF-β1, activated EMT, driv-
ing epithelial carcinoma cells into a mesenchymal state 
and endowing them with CSCs-like properties such as 
increased expression of stemness markers, in vitro sphere 
formation ability, and broad metastasis in vivo [119, 120]. 
Simultaneously, EMT programs might regulate cancer 
cell self-renewal by controlling cell division modes, pro-
tect genome integrity, and facilitate DNA repair, which 
could explain why certain cancer cells with stem cell-
like properties display high genomic stability [121, 122]. 
Additionally, EMT could either modulate microenvi-
ronmental niche interactions or activate the antioxidant 
response, both of which are involved in CSCs stemness 
maintenance [123–125].

Meanwhile, there is an increasing consensus suggest-
ing that cellular iron is implicated in the regulation of 
EMT programs and stemness. Chen et al. demonstrated 
that the iron chelators di-2-pyridylketone-4,4,-dimethyl-
3-thiosemicarbazone (Dp44mT) and Deferoxamine 
(DFO) attenuated TGF-β-induced EMT by maintaining 
the N-myc downstream-regulated gene 1 (Ndrg1)-medi-
ated membrane localization of E-cadherin and β-catenin, 
thereby inhibiting EMT and promoting cellular adhesion 
[126]. Ndrg1 strongly suppresses metastasis during EMT. 
Ndrg1 expression increased when cancer cells were incu-
bated with an iron chelator, but decreased when cultured 
with the iron donor ferric ammonium citrate (FAC) [127, 
128]. This downregulation promoted characteristics of 
stemness, as evidenced by increased expression of can-
cer stem cell markers, enhanced colony formation, and 
increased invasiveness [129, 130]. In addition, FHC has 
emerged as a novel modulator in TGF-β1-induced EMT. 
By repressing FHC biosynthesis and increasing intracel-
lular levels of LIP and ROS, TGF-β1 activates p38 mito-
gen-activated protein kinase (MAPK), promoting EMT 
and enhancing cancer cell stemness, evident by increased 
invasiveness and migration. This phenomenon has been 
observed in both acute myeloid leukemia and non-small-
cell lung carcinoma [131]. Raggi et al. observed that iron 
supplementation could upregulate the genes involved in 
cancer cell stemness, including CD133, EpCAM, OCT4, 
cMYC, and others, and induce EMT-related factors 
such as β-catenin, ZEB1, SLUG, and SNAI2, while iron 

chelation reversed these effects [104]. These findings col-
lectively suggest a strong link between iron metabolism 
and the modulation of EMT and stemness in cancer.

Iron metabolism and epigenetic reprogramming in CSCs
Asymmetric cell division, a reversible inheritance process 
where daughter cells exhibit distinct fates, serves as the 
cornerstone for the generation of cancer stem cells. Epi-
genetic modifications, such as DNA methylation, histone 
modifications, chromatin remodeling, and RNA modi-
fication, regulate the genes implicated in CSCs mainte-
nance and tumorigenesis [132]. Iron acts as an essential 
cofactor for epigenetic enzymes, linking the epigenetic 
machinery with cellular iron metabolism, which contrib-
utes to the regulation of stemness through processes like 
histone modifications and DNA and RNA demethylation 
[11].

Ten-eleven translocation (TET) and Jumonji C (JmjC) 
domain-containing families have been identified as 
demethylases that can remove methyl groups from DNA 
and histones, respectively. They are both depend upon 
Fe (II) and α-ketoglutarate [133–136]. Elevated levels of 
LIP and FTL stimulate TET protein-dependent oxidation 
of 5-methylcytosine (5mC) to 5-hydroxymethylcytosine 
(5hmC), consequently activating DNA demethylation. 
Conversely, treatment with DFO downregulates TET 
protein expression in breast cancer cells [137–139]. 
Prasad et al. demonstrated that in glioblastoma stem 
cells, hypoxia increased TET1 and TET3 expression, 
strengthening their binding to the promoter regions of 
the pluripotency genes OCT4 and NANOG, leading to 
both increased neurosphere formation and therapeutic 
resistance [140]. Similarly, hypoxia-mediated TET2 and 
TET3 upregulation promoted CpG island demethylation 
and induced Wilms’ tumor-1 (WT-1) protein expres-
sion in acute myeloid leukemia stem cells, which played 
an important role in regulating stem cell proliferation 
and differentiation [141]. TET1 knockdown mitigated 
hypoxia-induced EMT by downregulating mesenchymal 
genes including vimentin and N-cadherin and decreased 
migration and invasion activity in lung cancer cells [142]. 
Additionally, TET proteins play a crucial role in main-
taining genomic integrity, as evidenced by the gradual 
accumulation of DNA damage in their absence (Tet2 
and Tet3) [143]. It has been established that Lysine-
specific demethylase 4  A (KDM4A or JMJD2A), part of 
the JmjC domain family of histone demethylases, spe-
cifically demethylates histone H3 lysine 9 trimethyl-
ation (H3K9me3) [144]. It is downregulated in response 
to iron chelation [145, 146]. Metzger et al. showed that 
KDM4A upregulation demethylated EGFR by downregu-
lating H3K9me3 at the EGFR promoter, which increased 
the proliferation, sphere-forming capacity in vitro, and 
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xenograft tumor growth of triple-negative breast CSCs in 
vivo [147].

An increasing body of evidence suggests that the 
Fe(II)/α-ketoglutarate-dependent oxygenase AlkB homo-
log 5(ALKBH5) demethylates RNA N6-methyladenosine 
(m6A) [148–150]. Zhang et al. indicated that ALKBH5 
was upregulated in glioblastoma stem cells, demethylated 
FOXM1 nascent transcripts, upregulated FOXM1, and 
promoted cell cycle progression [151]. ALKBH5 upregu-
lation is also required for AML progression and leukemia 
stem cell self-renewal [152, 153]. Conversely, ALKBH5 
repression decreased tumorsphere formation and down-
regulated the TFs SOX2, Nanog, and Oct4, contributing 
to the self-renewal capacity of glioblastoma stem cells 
and breast CSCs [154, 155]. These findings collectively 
suggest that changes in the intracellular LIP affect the 
activity of the previously mentioned enzymes, mediate 
downstream epigenetic alterations, and influence CSCs 
biology.

Targeting treatments that modulate CSCs iron 
metabolism
To address the iron addiction of CSCs, two main strat-
egies have been reported: (1) disrupt CSCs biology by 
reducing their iron content with iron chelators and (2) 
induce ferroptosis, a new form of cell death triggered by 
a combination of iron toxicity, build-up of lipid perox-
ides on cellular membranes. The relevant compounds are 
summarized in Table  1. Additionally, novel treatments 
targeting iron metabolism, such as PDT and PDD, hold 
promise for targeting CSCs (Fig. 3).

Iron chelators
Given that CSCs have high Fe demand, it is highly con-
ceivable that iron chelating agents could eradicate them. 
Common Fe chelating agents include DFO, deferasirox 
(DFX), and Dp44mT [112, 156–160]. However, they 
have short circulatory half-lives and do not target spe-
cific tumors. Thus, they have been evaluated in preclini-
cal research but have not yet been approved for clinical 
applications. Furthermore, the substantial iron buffering 

Table 1 Overview of the latest compounds targeting iron metabolism for CSCs therapy
Drug Mechanism Tumor Type References

Iron chelators Deferoxamine (DFO) Chelating iron Lung cancer, Ovarian cancer, 
Leukemia, Breast cancer

 [112, 
156–158]

Deferasirox (DFX) Chelating iron Lung cancer, Leukemia, 
Squamous cell carcinoma, 
Esophageal adenocarcinoma

 [156, 157, 
159]

Di-2-pyridylketone-4,4-
dimethyl-3-thiosemicarbazone 
(Dp44mT)

Chelating iron Medulloblastoma, Breast 
cancer

 [158, 160]

Ferroptosis-
based 
drugs and 
nanoparticles

Salinomycin, Ironomycin, 
Phenazine derivatives, Itracon-
azole, Dichloroacetate

Sequestering iron in lysosomes Breast cancer, Nasopharyngeal 
carcinoma, Colorectal cancer

 [175–177, 
199]

Ebselen, Substituted pyrazoles, 
Benzylisothioureas

DMT1 inhibitors Breast cancer  [178]

Temozolomide & quinacrine Reducing the activity of GPx and accumulating lipid 
peroxides

Glioblastoma  [179]

RSL3 Targeting and inhibiting GPX4 Ovarian cancer  [174]
Erastin, Sulfasalazine, Epothi-
lone analogs, C2-4, Open 
chain epothilone analogues, 
Gallocyanine

Inhibition of system Xc- Ovarian cancer, Colorectal can-
cer, Lung cancer Gastric cancer, 
Breast cancer, Neuroblastoma

 [107, 
168, 173, 
200–203]

GNPIPP12MA Suppressing FTO/m6A methylation through deplet-
ing GSH

Acute myeloid leukemia  [204]

FeOOH/siPROM2@HA Inhibiting Fe3+ efflux to promote its redox reaction 
with endogenous GSH to produce Fe2+ and initiate 
the Fenton reaction-based ferroptosis by lipid peroxi-
dation elevation

Breast cancer  [205]

AuNP-PHF Inducing ferritin degradation Breast cancer  [206]
Atranorin@SPION Inhibiting Xc- and GPX4 Gastric cancer  [180]
Sal-AuNPs Iron accumulation and inhibition of antioxidant 

properties
Breast cancer  [207]

RF@LA-Fe-MOF Releasing RSL3 and the inhibitor of FSP1(ferroptosis 
suppressor protein 1) to inhibit the levels of GPX4 
and FSP1 and increase lipid peroxides

Hepatocellular carcinoma  [208]
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capacity of cancer stem cells significantly restricts the 
therapeutic efficacy of iron chelators. Induced iron defi-
ciency by these chelators leads to the accumulation of 
HIF-1α [161, 162], which maintains CSCs stemness 
under hypoxic conditions through activation of self-
renewal signaling pathways, including Notch, Wnt, and 
Hedgehog pathways. Additionally, HIF-1α promotes 
chemoresistance by mediating drug efflux through trans-
porters like P-glycoprotein (ABCB1) and ABCG2, and 
by inducing epithelial-mesenchymal transition (EMT) in 
CSCs [163–166].

Ferroptosis
Iron and high reactive oxygen species levels present a 
double-edged sword in CSCs. While essential for bio-
logical processes, excess iron fuels the Fenton reac-
tion, generating abundant ROS, disrupting intracellular 
redox homeostasis, oxidizing polyunsaturated fatty acids 
(PUFAs), triggering lipid peroxidation, and ultimately 
inducing ferroptosis [167]. This vulnerability makes 
ferroptosis a promising avenue for eradicating CSCs. 

Studies have shown high concentrations of the CD44 
variant (CD44v) in CSCs, where it interacts with and sta-
bilizes the glutamate-cystine transporter xCT. This pro-
motes the uptake of cystine, which is vital for producing 
the ferroptosis repressors reduced glutathione (GSH) and 
glutathione peroxidase 4 (GPX4) [168–170]. Therefore, 
inhibiting the xCT/GSH/GPX4 pathway holds signifi-
cant potential for eliminating CSCs. Erastin, sulfasala-
zine (SASP), epothilone analogs, etc. are promising xCT 
inhibitors demonstrating therapeutic potential in anti-
CSCs therapy [171–174].

Salinomycin and its synthetic derivative ironomycin 
offer new approaches to eliminate CSCs. They induce 
cytoplasmic iron depletion, increasing the levels of IRP2 
and TFR1, promoting lysosomal degradation of fer-
ritin, sequestering iron in lysosomes, amplifying iron-
mediated lysosomal ROS production, and ultimately 
driving CSCs ferroptosis [175]. Similarly, repurposing 
old drugs like phenazine derivatives and itraconazole 
has shown efficacy in inducing ferroptosis in breast and 
nasopharyngeal CSCs through mechanisms essentially 

Fig. 3 Current therapeutic strategies that eradicate cancer by targeting CSCs. (1) Iron chelators. (2) Ferroptosis-based drugs. (3) 5-ALA-based PDD/PDT. 
Abbreviations: ABCG2, ATP-binding cassette sub-family G member 2; 5-ALA, 5-aminolevulinic acid; PDD, photodynamic diagnosis; PDT, photodynamic 
therapy; PPIX, protoporphyrin IX; HO-1, heme oxygenase-1; FECH, ferrochelatase; DMT1, divalent metal transporter 1; GPX4, glutathione peroxidase 4; 
GSH, glutathione; Cys, cystine; Glu, glutamate; ROS, reactive oxygen species; TFR1, transferrin receptor 1; IRP2, iron regulatory protein 2
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identical to those of salinomycin and ironomycin [176, 
177]. Finally, inhibiting the divalent metal transporter 1 
(DMT1) using ebselen, substituted pyrazoles, or benzyl-
isothioureas blocks lysosomal iron transport, leading to 
lysosomal iron accumulation, ROS production, and fer-
roptosis in breast CSCs [178]. In addition, Temozolomide 
& quinacrine could reduce the activity of glutathione 
peroxidase (GPx) and promote the accumulation of lipid 
radicals to induce ferroptosis [179]. Nanoparticles have 
also been reported to be involved in the induction of fer-
roptosis in CSCs, such as Atranorin@SPION, a complex 
of superparamagnetic iron oxide nanoparticles (SPION) 
and Atranorin, could attenuate the mRNA 5-hydroxy-
methylcytidine modification of the cystine/glutamate 
transporter (Xc-)/glutathione peroxidase 4 (GPX4) axis 
and its expression in gastric CSCs [180].

PDD/PDT
The amino acid 5-aminolevulinic acid (5-ALA) and its 
downstream product, protoporphyrin IX (PpIX), are 
not only precursors in heme biosynthesis but also serve 
as classical photosensitizers. Photodynamic diagno-
sis (PDD) and photodynamic therapy (PDT) harness 
the photon-induced physicochemical reactions of these 
photosensitizers, showing promise as anticancer thera-
pies [181, 182]. Upon exposure to light, photosensitizers 
generate reactive oxygen species in abundance, trigger-
ing apoptosis, vascular damage, and immunogenic cell 
death (ICD) [183]. However, in the presence of iron ions, 
the enzyme FECH can catalyze the conversion of PpIX to 
heme, leading to a loss of its photosensitivity and reduced 
PDT efficacy [184, 185]. Interestingly, studies have shown 
that PDD and PDT based on 5-ALA could enhance the 
radiosensitivity of prostate cancer by downregulating 
stem cell markers and inhibiting sphere formation [186].

Wang et al. proposed that the downregulation of 
5-ALA-derived PpIX and the upregulation of HO-1 
accelerate PpIX-heme metabolism and contribute to 
PDT resistance in glioblastoma CSCs [187]. To enhance 
PDT’s effectiveness in combating these CSCs, several 
strategies can be employed. Firstly, PPIX excretion could 
be reduced by inhibiting ABCG2, a potential stem cell 
marker linked to low PDD/PDT efficiency [188, 189]. 
Secondly, PPIX utilization can be hindered. Since ferrous 
iron incorporation by ferrochelatase metabolizes PPIX to 
heme, reducing FECH activity [190] or eliminating fer-
rous iron [187, 191] could restore intracellular PPIX lev-
els. Additionally, uninterrupted reactive oxygen species 
generators (URGs) could be utilized to induce sustained 
ROS production. By converting heme into peroxidase 
mimics, URGs enable the subsequent conversion of H2O2 
to hydroxyl radicals (•OH), leading to sequential mito-
chondrial and nuclear damage, potentially proving highly 
toxic to CSCs [192].

Conclusions and future perspectives
Extensive researches have demonstrated that iron, a cru-
cial micronutrient metal in the human body, is present in 
abundance across various cell types and tissues, fulfilling 
diverse and distinct biochemical and physiological func-
tions. Notably, accumulating evidence from literature 
reviews suggests a strong correlation between iron lev-
els and cancer progression. Given the significant role of 
cancer stem cells in tumor recurrence, metastasis, and 
resistance to therapy, the current review investigates the 
functions of iron within these cell populations. Impor-
tantly, we sought to provide a concise overview of iron’s 
pivotal roles in CSCs metabolism, epigenetic processes, 
and epithelial-mesenchymal transition, highlighting their 
potential contribution to the development of novel thera-
peutic strategies targeting CSCs. Promising anti-CSCs 
approaches explored include ferroptosis-based drugs, 
5-ALA-PDT, and iron chelators. However, the significant 
toxicity and severe side effects associated with iron che-
lators raise concerns regarding their clinical applicability. 
Interestingly, nanotechnology-based drug delivery sys-
tems offer a potentially avenue to enhance the feasibility 
and practicality of using iron chelators as an anti-CSCs 
therapy, as demonstrated in previous studies [193].

Leveraging the diverse biological activities of 
nano-drug encapsulation and delivery technologies, 
researchers have explored them as potential antican-
cer treatments. Given the dependence of CSCs on iron 
metabolism, innovative strategies could involve iron 
chelator-based nanostructures and nanotherapeutic 
drugs that induce iron accumulation and subsequent 
generation of toxic ROS within CSCs. Lang et al. iden-
tified TFR1-targeting liposomes for co-delivering DFO 
and the HIF-1α inhibitor lificiguat (YC-1). Following 
intravenous injection in mice, the nanoparticles passively 
accumulated in tumor xenografts via the enhanced per-
meability and retention (EPR) effect [194]. Subsequently, 
the encapsulated DFO and YC-1 were released. Nanopar-
ticulate DFOs (TNP-DFO-YC-1) exhibited significantly 
extended circulation times compared to free DFO. More-
over, YC-1 significantly enhanced the inhibitory effect of 
DFO against pancreatic CSCs by impeding tumor spher-
oid formation [195]. Encapsulation of Dp44mT in poly 
(lactic-co-glycolic acid) (PLGA) NPs demonstrably hin-
dered spheroid growth and promoted apoptosis [196]. 
Additionally, paramagnetic, blood-compatible Fe3O4 
NPs and SnFe2O4 nanocrystals served as Fenton reaction 
catalysts, converting H2O2 into cytotoxic hydroxyl radi-
cals (•OH), thereby inducing apoptosis in glioblastoma, 
breast, and colorectal cancers [197, 198]. These findings 
suggest their high potential for eradicating CSCs as well. 
In conclusion, nanocarriers represent promising thera-
peutic avenues for targeting and eliminating CSCs.



Page 12 of 16Yu et al. Cancer Cell International          (2024) 24:157 

Acknowledgements
We acknowledge the infrastructure and staff support provided by Institute of 
Medical Imaging and Artificial Intelligence, Department of Medical Imaging, 
The Affiliated Hospital of Jiangsu University.

Author contributions
Rong Yu, Yinhui Hang: conceptualization, literature review, writing, and 
preparation of the original draft of this manuscript; Hsiang-i Tsai, Dongqing 
Wang, and Haitao Zhu: manuscript writing, review, and editing.

Funding
This work was supported by grants from the National Natural Science 
Foundation of China (Grant no. 82071984, 82001698); The Social Development 
Foundation of Jiangsu Province (Grant no. BE2023759). Figures were created 
with BioRender.com.

Data availability
No datasets were generated or analysed during the current study.

Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare no competing interests.

Received: 15 November 2023 / Accepted: 16 April 2024

References
1. Siegel RL, Miller KD, Wagle NS, et al. Cancer statistics, 2023. CA Cancer J Clin. 

2023;73(1):17–48.
2. Reya T, Morrison SJ, Clarke MF, et al. Stem cells, cancer, and cancer stem cells. 

Nature. 2001;414(6859):105–11.
3. Batlle E, Clevers H. Cancer stem cells revisited. Nat Med. 2017;23(10):1124–34.
4. Lapidot T, Sirard C, Vormoor J, et al. A cell initiating human acute myeloid leu-

kaemia after transplantation into SCID mice. Nature. 1994;367(6464):645–8.
5. Fan Q, Zhang W, Emerson RE et al. ZIP4 Is a Novel Cancer Stem Cell Marker in 

High-Grade Serous Ovarian Cancer. Cancers (Basel). 2020; 12(12).
6. Chen B, Yu P, Chan WN, et al. Cellular zinc metabolism and zinc signaling: 

from biological functions to diseases and therapeutic targets. Signal Trans-
duct Target Ther. 2024;9(1):6.

7. Bendellaa M, Lelièvre P, Coll JL, et al. Roles of zinc in cancers: from altered 
metabolism to therapeutic applications. Int J Cancer. 2024;154(1):7–20.

8. Ye H, Wang A, Lee BS, et al. Proteomic based identification of manganese 
superoxide dismutase 2 (SOD2) as a metastasis marker for oral squamous cell 
carcinoma. Cancer Genomics Proteom. 2008;5(2):85–94.

9. Liu Z, He Q, Ding X, et al. SOD2 is a C-myc target gene that promotes the 
migration and invasion of tongue squamous cell carcinoma involving cancer 
stem-like cells. Int J Biochem Cell Biol. 2015;60:139–46.

10. Terrié E, Coronas V, Constantin B. Role of the calcium toolkit in cancer stem 
cells. Cell Calcium. 2019;80:141–51.

11. El Hout M, Dos Santos L, Hamaï A, et al. A promising new approach to cancer 
therapy: targeting iron metabolism in cancer stem cells. Semin Cancer Biol. 
2018;53:125–38.

12. Wang W, Tabu K, Aimaitijiang A, et al. Therapy-resistant nature of cancer stem 
cells in view of iron metabolism. Inflamm Regen. 2022;42(1):34.

13. Cojoc M, Mäbert K, Muders MH, et al. A role for cancer stem cells in 
therapy resistance: cellular and molecular mechanisms. Semin Cancer Biol. 
2015;31:16–27.

14. Han J, Won M, Kim JH, et al. Cancer stem cell-targeted bio-imaging and 
chemotherapeutic perspective. Chem Soc Rev. 2020;49(22):7856–78.

15. Yoo YD, Kwon YT. Molecular mechanisms controlling asymmetric and sym-
metric self-renewal of cancer stem cells. J Anal Sci Technol. 2015;6(1):28.

16. O’Brien CA, Kreso A, Jamieson CH. Cancer stem cells and self-renewal. Clin 
Cancer Res. 2010;16(12):3113–20.

17. Friedmann-Morvinski D, Verma IM. Dedifferentiation and reprogramming: 
origins of cancer stem cells. EMBO Rep. 2014;15(3):244–53.

18. Medema JP. Cancer stem cells: the challenges ahead. Nat Cell Biol. 
2013;15(4):338–44.

19. Marquardt S, Solanki M, Spitschak A, et al. Emerging functional markers for 
cancer stem cell-based therapies: understanding signaling networks for 
targeting metastasis. Semin Cancer Biol. 2018;53:90–109.

20. Oskarsson T, Batlle E, Massagué J. Metastatic stem cells: sources, niches, and 
vital pathways. Cell Stem Cell. 2014;14(3):306–21.

21. Pang R, Law WL, Chu AC, et al. A subpopulation of CD26 + cancer stem 
cells with metastatic capacity in human colorectal cancer. Cell Stem Cell. 
2010;6(6):603–15.

22. Chen K, Huang YH, Chen JL. Understanding and targeting cancer stem 
cells: therapeutic implications and challenges. Acta Pharmacol Sin. 
2013;34(6):732–40.

23. Lan X, Jörg DJ, Cavalli FMG, et al. Fate mapping of human glioblastoma 
reveals an invariant stem cell hierarchy. Nature. 2017;549(7671):227–32.

24. Meacham CE, Morrison SJ. Tumour heterogeneity and cancer cell plasticity. 
Nature. 2013;501(7467):328–37.

25. Paul R, Dorsey JF, Fan Y. Cell plasticity, senescence, and quiescence in 
cancer stem cells: Biological and therapeutic implications. Pharmacol Ther. 
2022;231:107985.

26. Huang T, Song X, Xu D, et al. Stem cell programs in cancer initiation, progres-
sion, and therapy resistance. Theranostics. 2020;10(19):8721–43.

27. Tuy K, Rickenbacker L, Hjelmeland AB. Reactive oxygen species produced by 
altered tumor metabolism impacts cancer stem cell maintenance. Redox Biol. 
2021;44:101953.

28. Garcia-Mayea Y, Mir C, Masson F, et al. Insights into new mechanisms 
and models of cancer stem cell multidrug resistance. Semin Cancer Biol. 
2020;60:166–80.

29. López de Andrés J, Griñán-Lisón C, Jiménez G, et al. Cancer stem cell secre-
tome in the tumor microenvironment: a key point for an effective personal-
ized cancer treatment. J Hematol Oncol. 2020;13(1):136.

30. Melzer C, von der Ohe J, Lehnert H, et al. Cancer stem cell niche models and 
contribution by mesenchymal stroma/stem cells. Mol Cancer. 2017;16(1):28.

31. Takahashi K, Yamanaka S. Induction of pluripotent stem cells from 
mouse embryonic and adult fibroblast cultures by defined factors. Cell. 
2006;126(4):663–76.

32. Murakami S, Ninomiya W, Sakamoto E, et al. SRY and OCT4 are required for 
the Acquisition of Cancer Stem Cell-Like properties and are potential dif-
ferentiation therapy targets. Stem Cells. 2015;33(9):2652–63.

33. Fatma H, Siddique HR. Pluripotency inducing Yamanaka factors: role in 
stemness and chemoresistance of liver cancer. Expert Rev Anticancer Ther. 
2021;21(8):853–64.

34. Lu Y, Zhu H, Shan H, et al. Knockdown of Oct4 and nanog expression inhibits 
the stemness of pancreatic cancer cells. Cancer Lett. 2013;340(1):113–23.

35. Katoh M. Networking of WNT, FGF, notch, BMP, and hedgehog signaling 
pathways during carcinogenesis. Stem Cell Rev. 2007;3(1):30–8.

36. Giancotti FG. Mechanisms governing metastatic dormancy and reactivation. 
Cell. 2013;155(4):750–64.

37. Yi SY, Hao YB, Nan KJ, et al. Cancer stem cells niche: a target for novel cancer 
therapeutics. Cancer Treat Rev. 2013;39(3):290–6.

38. Eun K, Ham SW, Kim H. Cancer stem cell heterogeneity: origin and new 
perspectives on CSC targeting. BMB Rep. 2017;50(3):117–25.

39. Plaks V, Kong N, Werb Z. The cancer stem cell niche: how essential is the niche 
in regulating stemness of tumor cells? Cell Stem Cell. 2015;16(3):225–38.

40. Wei J, Wu A, Kong LY, et al. Hypoxia potentiates glioma-mediated immuno-
suppression. PLoS ONE. 2011;6(1):e16195.

41. Scheel C, Eaton EN, Li SH, et al. Paracrine and autocrine signals induce 
and maintain mesenchymal and stem cell states in the breast. Cell. 
2011;145(6):926–40.

42. Yang D, Peng M, Hou Y, et al. Oxidized ATM promotes breast cancer stem cell 
enrichment through energy metabolism reprogram-mediated acetyl-CoA 
accumulation. Cell Death Dis. 2020;11(7):508.

43. Wicks EE, Semenza GL. Hypoxia-inducible factors: cancer progression and 
clinical translation. J Clin Invest 2022; 132(11).

44. Beck B, Driessens G, Goossens S, et al. A vascular niche and a VEGF-
Nrp1 loop regulate the initiation and stemness of skin tumours. Nature. 
2011;478(7369):399–403.



Page 13 of 16Yu et al. Cancer Cell International          (2024) 24:157 

45. Zhang Z, Dong Z, Lauxen IS, et al. Endothelial cell-secreted EGF induces 
epithelial to mesenchymal transition and endows head and neck cancer cells 
with stem-like phenotype. Cancer Res. 2014;74(10):2869–81.

46. Calabrese C, Poppleton H, Kocak M, et al. A perivascular niche for brain tumor 
stem cells. Cancer Cell. 2007;11(1):69–82.

47. Kiel MJ, Morrison SJ. Maintaining hematopoietic stem cells in the vascular 
niche. Immunity. 2006;25(6):862–4.

48. Chae YC, Kim JH. Cancer stem cell metabolism: target for cancer therapy. BMB 
Rep. 2018;51(7):319–26.

49. Koppenol WH, Bounds PL, Dang CV. Otto Warburg’s contributions to current 
concepts of cancer metabolism. Nat Rev Cancer. 2011;11(5):325–37.

50. Papadaki S, Magklara A. Regulation of metabolic plasticity in Cancer Stem 
cells and implications in Cancer Therapy. Cancers (Basel). 2022; 14(23).

51. Shen YA, Wang CY, Hsieh YT, et al. Metabolic reprogramming orchestrates 
cancer stem cell properties in nasopharyngeal carcinoma. Cell Cycle. 
2015;14(1):86–98.

52. Dong C, Yuan T, Wu Y, et al. Loss of FBP1 by snail-mediated repression 
provides metabolic advantages in basal-like breast cancer. Cancer Cell. 
2013;23(3):316–31.

53. Emmink BL, Verheem A, Van Houdt WJ, et al. The secretome of colon cancer 
stem cells contains drug-metabolizing enzymes. J Proteom. 2013;91:84–96.

54. Chen CL, Uthaya Kumar DB, Punj V, et al. NANOG metabolically reprograms 
Tumor-initiating stem-like cells through tumorigenic changes in oxidative 
phosphorylation and fatty acid metabolism. Cell Metab. 2016;23(1):206–19.

55. Snyder V, Reed-Newman TC, Arnold L, et al. Cancer Stem Cell metabolism and 
potential therapeutic targets. Front Oncol. 2018;8:203.

56. Peiris-Pagès M, Martinez-Outschoorn UE, Pestell RG, et al. Cancer stem cell 
metabolism. Breast Cancer Res. 2016;18(1):55.

57. De Luca A, Fiorillo M, Peiris-Pagès M, et al. Mitochondrial biogenesis is 
required for the anchorage-independent survival and propagation of stem-
like cancer cells. Oncotarget. 2015;6(17):14777–95.

58. Lee KM, Giltnane JM, Balko JM, et al. MYC and MCL1 cooperatively promote 
chemotherapy-resistant breast Cancer stem cells via regulation of mitochon-
drial oxidative phosphorylation. Cell Metab. 2017;26(4):633–e647637.

59. Viale A, Pettazzoni P, Lyssiotis CA, et al. Oncogene ablation-resistant 
pancreatic cancer cells depend on mitochondrial function. Nature. 
2014;514(7524):628–32.

60. Hirata N, Yamada S, Shoda T, et al. Sphingosine-1-phosphate promotes 
expansion of cancer stem cells via S1PR3 by a ligand-independent notch 
activation. Nat Commun. 2014;5:4806.

61. Wang T, Fahrmann JF, Lee H, et al. JAK/STAT3-Regulated fatty acid β-Oxidation 
is critical for breast Cancer Stem Cell Self-Renewal and Chemoresistance. Cell 
Metab. 2018;27(1):136–e150135.

62. Ito K, Carracedo A, Weiss D, et al. A PML–PPAR-δ pathway for fatty acid 
oxidation regulates hematopoietic stem cell maintenance. Nat Med. 
2012;18(9):1350–8.

63. Li J, Condello S, Thomes-Pepin J, et al. Lipid desaturation is a metabolic 
marker and therapeutic target of ovarian Cancer stem cells. Cell Stem Cell. 
2017;20(3):303–e314305.

64. Pascual G, Avgustinova A, Mejetta S, et al. Targeting metastasis-initiating cells 
through the fatty acid receptor CD36. Nature. 2017;541(7635):41–5.

65. Ye H, Adane B, Khan N, et al. Leukemic stem cells evade chemotherapy 
by metabolic adaptation to an adipose tissue niche. Cell Stem Cell. 
2016;19(1):23–37.

66. Raffel S, Falcone M, Kneisel N, et al. BCAT1 restricts αKG levels in AML 
stem cells leading to IDHmut-like DNA hypermethylation. Nature. 
2017;551(7680):384–8.

67. Samanta D, Park Y, Andrabi SA, et al. PHGDH expression is required for mito-
chondrial redox homeostasis, breast Cancer stem cell maintenance, and lung 
metastasis. Cancer Res. 2016;76(15):4430–42.

68. Wu Z, Wei D, Gao W, et al. TPO-Induced metabolic reprogramming drives 
Liver Metastasis of Colorectal Cancer CD110 + tumor-initiating cells. Cell Stem 
Cell. 2015;17(1):47–59.

69. Jones CL, Stevens BM, D’Alessandro A, et al. Inhibition of amino acid 
metabolism selectively targets human leukemia stem cells. Cancer Cell. 
2018;34(5):724–e740724.

70. Lieu PT, Heiskala M, Peterson PA, et al. The roles of iron in health and disease. 
Mol Aspects Med. 2001;22(1–2):1–87.

71. Koppenol WH, Hider RH. Iron and redox cycling. Do’s and don’ts. Free Radic 
Biol Med. 2019;133:3–10.

72. Jenkitkasemwong S, Wang CY, Coffey R, et al. SLC39A14 is required for the 
development of Hepatocellular Iron overload in Murine models of Hereditary 
Hemochromatosis. Cell Metab. 2015;22(1):138–50.

73. van Raaij SEG, Srai SKS, Swinkels DW, et al. Iron uptake by ZIP8 and ZIP14 in 
human proximal tubular epithelial cells. Biometals. 2019;32(2):211–26.

74. Mori K, Lee HT, Rapoport D, et al. Endocytic delivery of lipocalin-siderophore-
iron complex rescues the kidney from ischemia-reperfusion injury. J Clin 
Invest. 2005;115(3):610–21.

75. Devireddy LR, Gazin C, Zhu X, et al. A cell-surface receptor for lipocalin 24p3 
selectively mediates apoptosis and iron uptake. Cell. 2005;123(7):1293–305.

76. Truman-Rosentsvit M, Berenbaum D, Spektor L, et al. Ferritin is secreted via 2 
distinct nonclassical vesicular pathways. Blood. 2018;131(3):342–52.

77. Galy B, Conrad M, Muckenthaler M. Mechanisms controlling cellular and 
systemic iron homeostasis. Nat Rev Mol Cell Biol. 2023.

78. Richardson DR, Lane DJ, Becker EM, et al. Mitochondrial iron trafficking and 
the integration of iron metabolism between the mitochondrion and cytosol. 
Proc Natl Acad Sci U S A. 2010;107(24):10775–82.

79. Parent A, Elduque X, Cornu D, et al. Mammalian frataxin directly enhances 
sulfur transfer of NFS1 persulfide to both ISCU and free thiols. Nat Commun. 
2015;6:5686.

80. Boniecki MT, Freibert SA, Mühlenhoff U, et al. Structure and functional 
dynamics of the mitochondrial Fe/S cluster synthesis complex. Nat Commun. 
2017;8(1):1287.

81. Maio N, Rouault TA. Outlining the Complex pathway of mammalian Fe-S 
Cluster Biogenesis. Trends Biochem Sci. 2020;45(5):411–26.

82. Jonker JW, Buitelaar M, Wagenaar E, et al. The breast cancer resistance protein 
protects against a major chlorophyll-derived dietary phototoxin and proto-
porphyria. Proc Natl Acad Sci U S A. 2002;99(24):15649–54.

83. Piccinelli P, Samuelsson T. Evolution of the iron-responsive element. RNA. 
2007;13(7):952–66.

84. Pantopoulos K. Iron metabolism and the IRE/IRP regulatory system: an 
update. Ann N Y Acad Sci. 2004;1012:1–13.

85. Vashisht AA, Zumbrennen KB, Huang X, et al. Control of iron homeostasis by 
an iron-regulated ubiquitin ligase. Science. 2009;326(5953):718–21.

86. Salahudeen AA, Thompson JW, Ruiz JC, et al. An E3 ligase possessing an iron-
responsive hemerythrin domain is a regulator of iron homeostasis. Science. 
2009;326(5953):722–6.

87. Anandhan A, Dodson M, Shakya A, et al. NRF2 controls iron homeostasis and 
ferroptosis through HERC2 and VAMP8. Sci Adv. 2023;9(5):eade9585.

88. Sivinski J, Zhang DD, Chapman E. Targeting NRF2 to treat cancer. Semin 
Cancer Biol. 2021;76:61–73.

89. Hamaï A, Cañeque T, Müller S, et al. An iron hand over cancer stem cells. 
Autophagy. 2017;13(8):1465–6.

90. Recalcati S, Gammella E, Cairo G. Dysregulation of iron metabolism in cancer 
stem cells. Free Radic Biol Med. 2019;133:216–20.

91. Rodriguez R, Schreiber SL, Conrad M. Persister cancer cells: Iron addiction and 
vulnerability to ferroptosis. Mol Cell. 2022;82(4):728–40.

92. Morales M, Xue X. Targeting iron metabolism in cancer therapy. Theranostics. 
2021;11(17):8412–29.

93. Torti SV, Torti FM. Iron and Cancer: 2020 vision. Cancer Res. 
2020;80(24):5435–48.

94. Xiao C, Fu X, Wang Y, et al. Transferrin receptor regulates malignancies and 
the stemness of hepatocellular carcinoma-derived cancer stem-like cells by 
affecting iron accumulation. PLoS ONE. 2020;15(12):e0243812.

95. Bourseau-Guilmain E, Griveau A, Benoit JP, et al. The importance of the stem 
cell marker prominin-1/CD133 in the uptake of transferrin and in iron metab-
olism in human colon cancer Caco-2 cells. PLoS ONE. 2011;6(9):e25515.

96. Müller S, Sindikubwabo F, Cañeque T, et al. CD44 regulates epigenetic plastic-
ity by mediating iron endocytosis. Nat Chem. 2020;12(10):929–38.

97. Yamamoto M, Arimura H, Fukushige T, et al. Abcb10 role in heme biosynthe-
sis in vivo: Abcb10 knockout in mice causes anemia with protoporphyrin IX 
and iron accumulation. Mol Cell Biol. 2014;34(6):1077–84.

98. Maio N, Kim KS, Holmes-Hampton G, et al. Dimeric ferrochelatase 
bridges ABCB7 and ABCB10 homodimers in an architecturally defined 
molecular complex required for heme biosynthesis. Haematologica. 
2019;104(9):1756–67.

99. Zutz A, Gompf S, Schägger H, et al. Mitochondrial ABC proteins in health and 
disease. Biochim Biophys Acta. 2009;1787(6):681–90.

100. Chen W, Dailey HA, Paw BH. Ferrochelatase forms an oligomeric complex 
with mitoferrin-1 and Abcb10 for erythroid heme biosynthesis. Blood. 
2010;116(4):628–30.



Page 14 of 16Yu et al. Cancer Cell International          (2024) 24:157 

101. Rychtarcikova Z, Lettlova S, Tomkova V, et al. Tumor-initiating cells of breast 
and prostate origin show alterations in the expression of genes related to 
iron metabolism. Oncotarget. 2017;8(4):6376–98.

102. Shirihai OS, Gregory T, Yu C, et al. ABC-me: a novel mitochondrial trans-
porter induced by GATA-1 during erythroid differentiation. Embo j. 
2000;19(11):2492–502.

103. Song N, Zhang J, Zhai J, et al. Ferritin: a multifunctional nanoplatform for 
Biological Detection, Imaging diagnosis, and Drug Delivery. Acc Chem Res. 
2021;54(17):3313–25.

104. Raggi C, Gammella E, Correnti M, et al. Dysregulation of Iron Metabolism in 
Cholangiocarcinoma stem-like cells. Sci Rep. 2017;7(1):17667.

105. Schonberg DL, Miller TE, Wu Q, et al. Preferential Iron trafficking characterizes 
glioblastoma stem-like cells. Cancer Cell. 2015;28(4):441–55.

106. Chanvorachote P, Luanpitpong S. Iron induces cancer stem cells and 
aggressive phenotypes in human lung cancer cells. Am J Physiol Cell Physiol. 
2016;310(9):C728–739.

107. Basuli D, Tesfay L, Deng Z, et al. Iron addiction: a novel therapeutic target in 
ovarian cancer. Oncogene. 2017;36(29):4089–99.

108. Bast RC Jr., Hennessy B, Mills GB. The biology of ovarian cancer: new opportu-
nities for translation. Nat Rev Cancer. 2009;9(6):415–28.

109. Coward J, Kulbe H, Chakravarty P, et al. Interleukin-6 as a therapeutic target in 
human ovarian cancer. Clin Cancer Res. 2011;17(18):6083–96.

110. Rochette L, Gudjoncik A, Guenancia C, et al. The iron-regulatory hormone 
hepcidin: a possible therapeutic target? Pharmacol Ther. 2015;146:35–52.

111. Mleczko-Sanecka K, Silvestri L. Cell-type-specific insights into iron regulatory 
processes. Am J Hematol. 2021;96(1):110–27.

112. Wang L, Li X, Mu Y, et al. The iron chelator desferrioxamine synergizes with 
chemotherapy for cancer treatment. J Trace Elem Med Biol. 2019;56:131–8.

113. Hallis SP, Kim JM, Kwak MK. Emerging role of NRF2 Signaling in Cancer Stem 
Cell phenotype. Mol Cells. 2023;46(3):153–64.

114. Williams ED, Gao D, Redfern A, et al. Controversies around epithelial-mesen-
chymal plasticity in cancer metastasis. Nat Rev Cancer. 2019;19(12):716–32.

115. Yuan S, Norgard RJ, Stanger BZ. Cellular Plasticity in Cancer. Cancer Discov. 
2019;9(7):837–51.

116. Pérez-González A, Bévant K, Blanpain C. Cancer cell plasticity during 
tumor progression, metastasis and response to therapy. Nat Cancer. 
2023;4(8):1063–82.

117. Lambert AW, Weinberg RA. Linking EMT programmes to normal and neoplas-
tic epithelial stem cells. Nat Rev Cancer. 2021;21(5):325–38.

118. Huang Y, Hong W, Wei X. The molecular mechanisms and therapeutic 
strategies of EMT in tumor progression and metastasis. J Hematol Oncol. 
2022;15(1):129.

119. Mani SA, Guo W, Liao MJ, et al. The epithelial-mesenchymal transition gener-
ates cells with properties of stem cells. Cell. 2008;133(4):704–15.

120. Shibue T, Weinberg RA. EMT, CSCs, and drug resistance: the mechanistic link 
and clinical implications. Nat Rev Clin Oncol. 2017;14(10):611–29.

121. Morel AP, Ginestier C, Pommier RM, et al. A stemness-related ZEB1-MSRB3 
axis governs cellular pliancy and breast cancer genome stability. Nat Med. 
2017;23(5):568–78.

122. Moyret-Lalle C, Prodhomme MK, Burlet D, et al. Role of EMT in the DNA dam-
age response, double-strand break repair pathway choice and its implica-
tions in cancer treatment. Cancer Sci. 2022;113(7):2214–23.

123. Gupta PB, Pastushenko I, Skibinski A, et al. Phenotypic plasticity: driver 
of Cancer initiation, progression, and Therapy Resistance. Cell Stem Cell. 
2019;24(1):65–78.

124. Ryoo IG, Lee SH, Kwak MK. Redox Modulating NRF2: A Potential Mediator of 
Cancer Stem Cell Resistance. Oxid Med Cell Longev. 2016; 2016:2428153.

125. Shibue T, Brooks MW, Weinberg RA. An integrin-linked machinery of cyto-
skeletal regulation that enables experimental tumor initiation and metastatic 
colonization. Cancer Cell. 2013;24(4):481–98.

126. Chen Z, Zhang D, Yue F, et al. The iron chelators Dp44mT and DFO inhibit 
TGF-β-induced epithelial-mesenchymal transition via up-regulation of N-Myc 
downstream-regulated gene 1 (NDRG1). J Biol Chem. 2012;287(21):17016–28.

127. Le NT, Richardson DR. Iron chelators with high antiproliferative activity 
up-regulate the expression of a growth inhibitory and metastasis sup-
pressor gene: a link between iron metabolism and proliferation. Blood. 
2004;104(9):2967–75.

128. Whitnall M, Howard J, Ponka P, et al. A class of iron chelators with a wide 
spectrum of potent antitumor activity that overcomes resistance to chemo-
therapeutics. Proc Natl Acad Sci U S A. 2006;103(40):14901–6.

129. Kovacevic Z, Richardson DR. The metastasis suppressor, Ndrg-1: a new ally in 
the fight against cancer. Carcinogenesis. 2006;27(12):2355–66.

130. Zhao X, Richardson DR. The role of the NDRG1 in the pathogen-
esis and treatment of breast cancer. Biochim Biophys Acta Rev Cancer. 
2023;1878(3):188871.

131. Zhang KH, Tian HY, Gao X, et al. Ferritin heavy chain-mediated iron homeosta-
sis and subsequent increased reactive oxygen species production are essen-
tial for epithelial-mesenchymal transition. Cancer Res. 2009;69(13):5340–8.

132. French R, Pauklin S. Epigenetic regulation of cancer stem cell formation and 
maintenance. Int J Cancer. 2021;148(12):2884–97.

133. Camarena V, Huff TC, Wang G. Epigenomic regulation by labile iron. Free 
Radic Biol Med. 2021;170:44–9.

134. Tsukada Y, Fang J, Erdjument-Bromage H, et al. Histone demethylation by a 
family of JmjC domain-containing proteins. Nature. 2006;439(7078):811–6.

135. Wu X, Zhang Y, TET-mediated active. DNA demethylation: mechanism, func-
tion and beyond. Nat Rev Genet. 2017;18(9):517–34.

136. Farida B, Ibrahim KG, Abubakar B, et al. Iron deficiency and its epigenetic 
effects on iron homeostasis. J Trace Elem Med Biol. 2023;78:127203.

137. Ito S, Shen L, Dai Q, et al. Tet proteins can convert 5-methylcytosine to 5-for-
mylcytosine and 5-carboxylcytosine. Science. 2011;333(6047):1300–3.

138. He YF, Li BZ, Li Z, et al. Tet-mediated formation of 5-carboxylcytosine and its 
excision by TDG in mammalian DNA. Science. 2011;333(6047):1303–7.

139. Zhao B, Yang Y, Wang X, et al. Redox-active quinones induces genome-wide 
DNA methylation changes by an iron-mediated and Tet-dependent mecha-
nism. Nucleic Acids Res. 2014;42(3):1593–605.

140. Prasad P, Mittal SA, Chongtham J, et al. Hypoxia-mediated epigenetic regula-
tion of stemness in Brain Tumor cells. Stem Cells. 2017;35(6):1468–78.

141. McCarty G, Loeb DM. Hypoxia-sensitive epigenetic regulation of an 
antisense-oriented lncRNA controls WT1 expression in myeloid leukemia 
cells. PLoS ONE. 2015;10(3):e0119837.

142. Tsai YP, Chen HF, Chen SY, et al. TET1 regulates hypoxia-induced epithe-
lial-mesenchymal transition by acting as a co-activator. Genome Biol. 
2014;15(12):513.

143. An J, Rao A, Ko M. TET family dioxygenases and DNA demethylation in stem 
cells and cancers. Exp Mol Med. 2017;49(4):e323.

144. Deng P, Chen QM, Hong C, et al. Histone methyltransferases and demethyl-
ases: regulators in balancing osteogenic and adipogenic differentiation of 
mesenchymal stem cells. Int J Oral Sci. 2015;7(4):197–204.

145. Pogribny IP, Tryndyak VP, Pogribna M, et al. Modulation of intracellular iron 
metabolism by iron chelation affects chromatin remodeling proteins and 
corresponding epigenetic modifications in breast cancer cells and increases 
their sensitivity to chemotherapeutic agents. Int J Oncol. 2013;42(5):1822–32.

146. Roatsch M, Hoffmann I, Abboud MI, et al. The clinically used Iron Chelator 
Deferasirox is an inhibitor of epigenetic JumonjiC domain-containing histone 
demethylases. ACS Chem Biol. 2019;14(8):1737–50.

147. Metzger E, Stepputtis SS, Strietz J, et al. KDM4 inhibition targets breast Cancer 
stem-like cells. Cancer Res. 2017;77(21):5900–12.

148. Kaur S, Tam NY, McDonough MA, et al. Mechanisms of substrate recognition 
and N6-methyladenosine demethylation revealed by crystal structures of 
ALKBH5-RNA complexes. Nucleic Acids Res. 2022;50(7):4148–60.

149. Zheng G, Dahl JA, Niu Y, et al. ALKBH5 is a mammalian RNA demethylase that 
impacts RNA metabolism and mouse fertility. Mol Cell. 2013;49(1):18–29.

150. Qu J, Yan H, Hou Y, et al. RNA demethylase ALKBH5 in cancer: from mecha-
nisms to therapeutic potential. J Hematol Oncol. 2022;15(1):8.

151. Sher G, Masoodi T, Patil K, et al. Dysregulated FOXM1 signaling in the regula-
tion of cancer stem cells. Semin Cancer Biol. 2022;86(Pt 3):107–21.

152. Shen C, Sheng Y, Zhu AC, et al. RNA demethylase ALKBH5 selectively pro-
motes Tumorigenesis and Cancer Stem Cell Self-Renewal in Acute myeloid 
leukemia. Cell Stem Cell. 2020;27(1):64–e8069.

153. Wang J, Li Y, Wang P, et al. Leukemogenic chromatin alterations promote AML 
Leukemia Stem cells via a KDM4C-ALKBH5-AXL Signaling Axis. Cell Stem Cell. 
2020;27(1):81–e9788.

154. Zhang S, Zhao BS, Zhou A, et al. M(6)a demethylase ALKBH5 maintains 
tumorigenicity of Glioblastoma Stem-like cells by sustaining FOXM1 expres-
sion and cell proliferation program. Cancer Cell. 2017;31(4):591–e606596.

155. Zhang C, Samanta D, Lu H, et al. Hypoxia induces the breast cancer stem cell 
phenotype by HIF-dependent and ALKBH5-mediated m6A-demethylation of 
NANOG mRNA. Proc Natl Acad Sci U S A. 2016;113(14):E2047–2056.

156. Ninomiya T, Ohara T, Noma K, et al. Iron depletion is a novel therapeutic 
strategy to target cancer stem cells. Oncotarget. 2017;8(58):98405–16.

157. Wang F, Lv H, Zhao B, et al. Iron and leukemia: new insights for future treat-
ments. J Exp Clin Cancer Res. 2019;38(1):406.

158. Ozer U. The role of Iron on breast cancer stem-like cells. Cell Mol Biol (Noisy-
le-grand). 2016;62(4):25–30.



Page 15 of 16Yu et al. Cancer Cell International          (2024) 24:157 

159. Katsura Y, Ohara T, Noma K et al. A Novel Combination Cancer Therapy with 
Iron Chelator Targeting Cancer Stem Cells via Suppressing Stemness. Cancers 
(Basel). 2019; 11(2).

160. Bisaro B, Mandili G, Poli A, et al. Proteomic analysis of extracellular vesicles 
from medullospheres reveals a role for iron in the cancer progression of 
medulloblastoma. Mol Cell Ther. 2015;3:8.

161. Ohara T, Noma K, Urano S, et al. A novel synergistic effect of iron depletion on 
antiangiogenic cancer therapy. Int J Cancer. 2013;132(11):2705–13.

162. Woo KJ, Lee TJ, Park JW, et al. Desferrioxamine, an iron chelator, enhances 
HIF-1alpha accumulation via cyclooxygenase-2 signaling pathway. Biochem 
Biophys Res Commun. 2006;343(1):8–14.

163. Cui CP, Wong CC, Kai AK, et al. SENP1 promotes hypoxia-induced cancer 
stemness by HIF-1α deSUMOylation and SENP1/HIF-1α positive feedback 
loop. Gut. 2017;66(12):2149–59.

164. Conley SJ, Gheordunescu E, Kakarala P, et al. Antiangiogenic agents increase 
breast cancer stem cells via the generation of tumor hypoxia. Proc Natl Acad 
Sci U S A. 2012;109(8):2784–9.

165. Sun X, Lv X, Yan Y, et al. Hypoxia-mediated cancer stem cell resistance and 
targeted therapy. Biomed Pharmacother. 2020;130:110623.

166. Semenza GL. Hypoxia-inducible factors: coupling glucose metabolism and 
redox regulation with induction of the breast cancer stem cell phenotype. 
Embo j. 2017;36(3):252–9.

167. Chen X, Kang R, Kroemer G, et al. Broadening horizons: the role of ferroptosis 
in cancer. Nat Rev Clin Oncol. 2021;18(5):280–96.

168. Ishimoto T, Nagano O, Yae T, et al. CD44 variant regulates redox status in can-
cer cells by stabilizing the xCT subunit of system xc(-) and thereby promotes 
tumor growth. Cancer Cell. 2011;19(3):387–400.

169. Chen X, Li J, Kang R, et al. Ferroptosis: machinery and regulation. Autophagy. 
2021;17(9):2054–81.

170. Baek S, Choi CM, Ahn SH, et al. Exploratory clinical trial of (4S)-4-(3-[18F]
fluoropropyl)-L-glutamate for imaging xC- transporter using positron emis-
sion tomography in patients with non-small cell lung or breast cancer. Clin 
Cancer Res. 2012;18(19):5427–37.

171. Viswanathan VS, Ryan MJ, Dhruv HD, et al. Dependency of a therapy-
resistant state of cancer cells on a lipid peroxidase pathway. Nature. 
2017;547(7664):453–7.

172. Otsubo K, Nosaki K, Imamura CK, et al. Phase I study of salazosulfapyridine 
in combination with cisplatin and pemetrexed for advanced non-small-cell 
lung cancer. Cancer Sci. 2017;108(9):1843–9.

173. Taylor WR, Fedorka SR, Gad I, et al. Small-molecule Ferroptotic agents with 
potential to selectively Target Cancer Stem cells. Sci Rep. 2019;9(1):5926.

174. Gao M, Deng J, Liu F, et al. Triggered ferroptotic polymer micelles for revers-
ing multidrug resistance to chemotherapy. Biomaterials. 2019;223:119486.

175. Mai TT, Hamaï A, Hienzsch A, et al. Salinomycin kills cancer stem cells by 
sequestering iron in lysosomes. Nat Chem. 2017;9(10):1025–33.

176. Xu Y, Wang Q, Li X, et al. Itraconazole attenuates the stemness of naso-
pharyngeal carcinoma cells via triggering ferroptosis. Environ Toxicol. 
2021;36(2):257–66.

177. Yang Y, Lu Y, Zhang C, et al. Phenazine derivatives attenuate the stem-
ness of breast cancer cells through triggering ferroptosis. Cell Mol Life Sci. 
2022;79(7):360.

178. Turcu AL, Versini A, Khene N, et al. DMT1 inhibitors kill Cancer Stem cells by 
blocking lysosomal Iron translocation. Chemistry. 2020;26(33):7369–73.

179. Buccarelli M, Marconi M, Pacioni S, et al. Inhibition of autophagy increases 
susceptibility of glioblastoma stem cells to temozolomide by igniting fer-
roptosis. Cell Death Dis. 2018;9(8):841.

180. Ni Z, Nie X, Zhang H, et al. Atranorin driven by nano materials SPION lead to 
ferroptosis of gastric cancer stem cells by weakening the mRNA 5-hydroxy-
methylcytidine modification of the Xc-/GPX4 axis and its expression. Int J 
Med Sci. 2022;19(11):1680–94.

181. Xu S, Bulin AL, Hurbin A et al. Photodynamic diagnosis and therapy for perito-
neal carcinomatosis: emerging perspectives. Cancers (Basel). 2020; 12(9).

182. Stummer W, Pichlmeier U, Meinel T, et al. Fluorescence-guided surgery 
with 5-aminolevulinic acid for resection of malignant glioma: a randomised 
controlled multicentre phase III trial. Lancet Oncol. 2006;7(5):392–401.

183. Mishchenko T, Balalaeva I, Gorokhova A, et al. Which cell death modal-
ity wins the contest for photodynamic therapy of cancer? Cell Death Dis. 
2022;13(5):455.

184. Ohgari Y, Nakayasu Y, Kitajima S, et al. Mechanisms involved in delta-
aminolevulinic acid (ALA)-induced photosensitivity of tumor cells: relation 

of ferrochelatase and uptake of ALA to the accumulation of protoporphyrin. 
Biochem Pharmacol. 2005;71(1–2):42–9.

185. Hussain Z, Qi Q, Zhu J, et al. Protoporphyrin IX-induced phototoxicity: mecha-
nisms and therapeutics. Pharmacol Ther. 2023;248:108487.

186. Owari T, Tanaka N, Nakai Y, et al. 5-Aminolevulinic acid overcomes hypoxia-
induced radiation resistance by enhancing mitochondrial reactive oxygen 
species production in prostate cancer cells. Br J Cancer. 2022;127(2):350–63.

187. Wang W, Tabu K, Hagiya Y, et al. Enhancement of 5-aminolevulinic acid-based 
fluorescence detection of side population-defined glioma stem cells by iron 
chelation. Sci Rep. 2017;7:42070.

188. Kawai N, Hirohashi Y, Ebihara Y, et al. ABCG2 expression is related to low 
5-ALA photodynamic diagnosis (PDD) efficacy and cancer stem cell pheno-
type, and suppression of ABCG2 improves the efficacy of PDD. PLoS ONE. 
2019;14(5):e0216503.

189. Ding XW, Wu JH, Jiang CP. ABCG2: a potential marker of stem cells and novel 
target in stem cell and cancer therapy. Life Sci. 2010;86(17–18):631–7.

190. Wan K, Ebert B, Voigt J, et al. In vivo tumor imaging using a novel RNAi-based 
detection mechanism. Nanomedicine. 2012;8(4):393–8.

191. Li A, Liang C, Xu L, et al. Boosting 5-ALA-based photodynamic therapy by 
a liposomal nanomedicine through intracellular iron ion regulation. Acta 
Pharm Sin B. 2021;11(5):1329–40.

192. Shi J, Nie W, Zhao X, et al. An intracellular self-assembly-driven uninterrupted 
ROS generator augments 5-Aminolevulinic-acid-based Tumor Therapy. Adv 
Mater. 2022;34(30):e2201049.

193. Lin L, Chen H, Zhao R, et al. Nanomedicine targets iron metabolism for cancer 
therapy. Cancer Sci. 2022;113(3):828–37.

194. Maeda H. Tumor-selective delivery of macromolecular drugs via 
the EPR effect: background and future prospects. Bioconjug Chem. 
2010;21(5):797–802.

195. Lang J, Zhao X, Wang X, et al. Targeted co-delivery of the Iron Chelator Defer-
oxamine and a HIF1α inhibitor impairs pancreatic Tumor Growth. ACS Nano. 
2019;13(2):2176–89.

196. Holley CK, Kang YJ, Kuo CF, et al. Development and in vitro assessment of an 
anti-tumor nano-formulation. Colloids Surf B Biointerfaces. 2019;184:110481.

197. Huo M, Wang L, Chen Y, et al. Tumor-selective catalytic nanomedicine by 
nanocatalyst delivery. Nat Commun. 2017;8(1):357.

198. Lee KT, Lu YJ, Chiu SC, et al. Heterogeneous Fenton reaction enabled selective 
Colon cancerous cell treatment. Sci Rep. 2018;8(1):16580.

199. Sun J, Cheng X, Pan S, et al. Dichloroacetate attenuates the stemness of 
colorectal cancer cells via trigerring ferroptosis through sequestering iron in 
lysosomes. Environ Toxicol. 2021;36(4):520–9.

200. Horibe S, Kawauchi S, Tanahashi T, et al. CD44v-dependent upregulation 
of xCT is involved in the acquisition of cisplatin-resistance in human lung 
cancer A549 cells. Biochem Biophys Res Commun. 2018;507(1–4):426–32.

201. Xu X, Zhang X, Wei C, et al. Targeting SLC7A11 specifically suppresses the 
progression of colorectal cancer stem cells via inducing ferroptosis. Eur J 
Pharm Sci. 2020;152:105450.

202. Monteleone L, Speciale A, Valenti GE et al. PKCα inhibition as a strategy to 
sensitize Neuroblastoma Stem cells to Etoposide by stimulating ferroptosis. 
Antioxid (Basel). 2021; 10(5).

203. Wu M, Zhang X, Zhang W, et al. Cancer stem cell regulated phenotypic 
plasticity protects metastasized cancer cells from ferroptosis. Nat Commun. 
2022;13(1):1371.

204. Cao K, Du Y, Bao X, et al. Glutathione-bioimprinted nanoparticles targeting of 
N6-methyladenosine FTO demethylase as a strategy against leukemic stem 
cells. Small. 2022;18(13):e2106558.

205. Wu K, Zhang W, Chen H, et al. An iron oxyhydroxide-based nanosystem 
sensitizes ferroptosis by a three-pronged strategy in breast cancer stem cells. 
Acta Biomater. 2023;160:281–96.

206. Chittineedi P, Mohammed A, Abdul Razab MKA, et al. Polyherbal formula-
tion conjugated to gold nanoparticles induced ferroptosis in drug-resistant 
breast cancer stem cells through ferritin degradation. Front Pharmacol. 
2023;14:1134758.

207. Zhao Y, Zhao W, Lim YC, et al. Salinomycin-loaded gold nanoparticles for 
treating Cancer Stem cells by Ferroptosis-Induced cell death. Mol Pharm. 
2019;16(6):2532–9.



Page 16 of 16Yu et al. Cancer Cell International          (2024) 24:157 

208. Zhang P, Fu J, Hu J, et al. Evoking and enhancing ferroptosis of cancer stem 
cells by a liver-targeted and metal-organic framework-based drug delivery 
system inhibits the growth and lung metastasis of hepatocellular carcinoma. 
Chem Eng J. 2023;454:140044.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in 
published maps and institutional affiliations.


	Iron metabolism: backfire of cancer cell stemness and therapeutic modalities
	Abstract
	Introduction
	Cancer stem cells
	Biological characteristics
	Self-renewal and unlimited proliferation
	Multidirectional differentiation
	Invasion and metastasis
	Other properties


	Maintenance of CSCs stemness
	TFs and signaling pathways
	Microenvironment
	Metabolism

	Iron metabolism
	Iron metabolism in normal cells
	Iron uptake
	Iron redistribution
	Iron efflux
	Regulation of iron homeostasis


	Iron trafficking and regulatory mechanisms in CSCs
	Iron metabolism and EMT in CSCs
	Iron metabolism and epigenetic reprogramming in CSCs
	Targeting treatments that modulate CSCs iron metabolism
	Iron chelators
	Ferroptosis
	PDD/PDT

	Conclusions and future perspectives
	References


