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Correction to:  Cancer Cell Int (2020) 20:341  
https ://doi.org/10.1186/s1293 5-020-01426 -1

Following publication of the original article [1], we were 
notified of a few errors in how the author corrections 
were implemented (past tense/present tense, abbrevia-
tions), which have now been fixed to ensure that the arti-
cle is interpreted accurately.

The original article has been corrected.
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